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We recommend you to add more submitters, such as principal investigator; either one(s) of reference authors, and so on,
in addition to the contact person.
TFROPICHRLEERTAH LTS Please enter submitter(s) in accordance with the form of the examples below.
Examples; Mishima, H
Mishima-Tokai, .
Kim,C.S.
Wang, Y.Q
Submi
UDMITEr i, .
(contact person)
Email tkosuge@nig.ac.jp
Add
Site Polcy | Pivacy | @ DIA Data Bank of Japan Last modified: August 17, 2012
Nucleotide sequence data submission
1. Contactperson » 2.Holddate » 3.Submitter » 4. Reference » 5.Sequence » 6.Template » 7.Annotation » 8. Finish

Primary citation (main paper for the sequence of the entry)

Please choose ‘Unpublished’

when you are planning or preparing for a manuscript,

when a manuscript is being submitted for publication,

or If you have not decided whether you would submit the paper or not.

In case of ‘Unpublished’, please enter the appropriate title and auhors.

Status  ©Unpublished OIn press ©Published
Year 2012

Reference Title Glyceraldehyde-3-phosphate dehydrogenase expressed in human liver

Mishima,H. X

Authors Shizucka, T. X
Hamamatsu,$S. X
Add authors

Other Reference

Add

DiA Data Bank of Japan

Last madified: August 27, 2012

3. Submitter Z A 77

4. Reference Z A A3



DDBJ Nucleotide Sequence Submission

1. Contact person 2. Hold date 3. Submitter 4. Reference 5. Sequence 6. Template 7. Annotation 8. Finish 5 iE EE IJ E A
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Please paste nucleotide sequence to the text area below. You can paste
multiple sequences concatenated in FASTA format.
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gtgoottacacatrcaagtogaackarkieattttaagcttect taggteaatosatise
caaacgggtgagtaacgogtagacaacctgoogoasagat GIRRACAACARTCCRaRARE
mnotaatacogaatettetoagattosorcatggagacteattasagategoototactt
gtaagetatogot tigegatgggtetgogtot gat tagetagttggtpgggtascggoct
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aactacgt aggteoagcettetookganttattere -
cagtcttaanagty

>
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1. Contact person

AVBRAIRN—=INTERDEOALLGEAATEFREDFDIANEZIEELET

1. Contact person 2. Halg = ABLTLIZE0

DDBIMLDEIWNWE L EFIZHTABROALLEEIFDEFA—ILTRLR

8. Finish

Name Hanako Mishima é
Country Japan

Z AVRIMIN—I D KRB % full

Email mishima @nig.ac.jp E _GA jj Lij— DB FA—IT RLAEADLTLEZL,

person, who can make contact with DDBJ.

E&ZE A LRERLET
BIRFIZ. fax, phone DEFSHEBRGESINET

BB EANLES

YTERERS, Fax, BERSEADLTIEZZWL
FEEMTERENET

81 - 55-981-649

TR

Fax
T T RS
Pleasz checI;C;?i?:t:uigdéo‘izzlh:-zg’fzfni:s::e‘. %EE%%%A jj Lij—(ﬁ%[: W :ﬁ'c%%?ﬁ‘\ﬂ\g
' HIHEIENRESLAILTEZE)
Phone 81 - 55-981-6853 xt. T ) 1
Institution National Institute of Genetics _9-1 FEE*’%F% % ék jj l“gs-g-
Department DNA Data Bank of Japan ) Ieforn _ - N
URL http://www.ddbj.nig.ac.jp A httn:fichadag, FEE HB%% §Ajj L’-ij‘-(1£'E‘)

Zip code 411-8540

T WREAALES(EE)

HEESZANLET

HERRZEANLETT (EE)

State (Prefecture) Shizuoka ‘E
City Mishima k\

Address (Street) 1)11 Yata
MM 2EANLEYT

T ET 14 LA D EFrZ
ABLET

hk of Japan

€.0. 1111 yata

ARAMNFEATZONextE ') 07
LEF,
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ZEERBIRA—JLIZDLNT

AVARAGRIS—) U A= )L T RLURSEIZEGZEBAD) U OEET A—ILH
BEIMIEESINET

Subject: DDBJ: Starting the sub A—J)LANXANTY OB TWAIESITZCEY
Tor mishinatni-ac. e Yo NIET ST HBEET

National Institute of Genetics U)b?ﬁ‘\b\h\ﬁflt\ﬁb\i’%é(is CC’EJE—L175
Dear Hanako Mishima ) F OURLIBIZIRU AT, UA—> % —%HLET,

Thank you for using DDBJ.

This email contains a link for of your nucleotide data submission.
Please click the link be hen, you can continue your registration.
http://ddbj.nig.ac.jp/submission/submissions/5036c6ee55d698¢c0ad000324/mail con
firmation?token=47444d24e2106dd81a323f6ed559b715ec8cbbab

If you are not related person of the submission, please discard the email

Note : You must activate your new submission within 1 hour. If you failed
to activate, please try again from the "Contact person" page.

Note : You can not reply to this mail.
If you encounter trouble while using this submission system, please send an
email to sakura-admin@ddbj.nig.ac.jp and let us know the browser's URL of

your submission.

Thank you,
DNA Data Bank of Japan
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3.Submitter

Submitter (B #&) BZ ANLET

Nucleotide sequence data submission

1. Contact person 2. Hold date 3. Submitter 4. Reference 5. Sequence 6. Template 7. Annotation 8. Finish

3% (Submitter(s))®ADLET

EREST _ e . - . _ _ . R
MXEDQEERICETIHAT, REDKEETLHL TS,

#2 =K : last name[commalfirst name M 883X *F[period]middle name M & X =F[period]
£

Miyashita,Y.

Robertson,G.R.

Mishima-Tokai,H.

contact personlCilZ. WHRBEEECHIESEN SN DL E2EL L
We recommend you to add more submitters, such as principal investi

n 2449 Contact person M K& H\EHENIE IR
FEonl ShABMIECLTARNSNET . B
el ENBRERISAIFEEEREL T

Mishima|

=

d

kimc.g T=bY, -
Wang.Y.0 Kim,C.S.
Wang,Y.Q.
Submitter N
(contact person) Mishima,H. " — e -
Email tkosuge@nig.ac.jp @ﬁ@ﬁﬁi%%%ﬂﬁ?é&?ﬁﬁﬁb‘b‘f: Li'd_o
Add
AddCEBREEBMCEET Next|

Site H Last maodified : August 17, 2012
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XBDATDEFLAGETI N, EROEHZBZRI L THLOHE
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BEREZEMT HICIL

F9."Add"EVVVILET

Submitter
(contact person)

Email

Submitter

Email, Optional) shizuuka@nig.ac.jp|
Add

Mishima, H.
misima@nig.ac.jp

Shizuoka, T.

2
k ‘i |
AddEDv DT BHEERNDA

Az AALTLZELY

NRIZBFEEA—ILTRL
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BERADIRBEZEZASICIE
EERAZTHIFRT AIZ(E

Submitter Mishi H JIIE%)\*LEZ
(contact person) ot {ﬂ‘ TIZ2E)
Email tkosuge@nig.ac.jp
Submitter Shizuoka,T. i J |
N . —— 4+ 3 i< HIER
(Email, Optional) shizouka@nig.ac.jp M
Submitter Hamamatsu, M.

ol
(Email, Optional) hamamatsu@nig.ac.jp 1&
Add

EIZF#E)

IEZ&EANEZ
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4. Reference

ReferencelHZx A ILET

BB IZR89 B F EH 3 (Primary citation)Z 5 —referencel ZA AL TLEELY

Nucleotide sequence data submission
1. Contact person 2. Hold date 3. Submitter 4. Reference 5. Sequence 6. Template 7. Annotation 8. Finish

Primary citation (main paper for the sequence of the entry)

Please choose 'Unpublished'

when you are planning or preparing for a manuscript,

when a manuscript is being submitted for publication,

or If you have not decided whether you would submit the paper or not.

T4 JLET Unpublished AEIRENTLVET
WMERPDGES. mXERE. RXEERTSFTE
M ULE A [XUnpublished Z#RLET

In case of 'Unpublished', please enter the appropriate title and auhors.

Status @Unpublished C'In press CPublished

Refer::i; Title ;—\I:c_;mIdehyde—}phosphate dehydrogenase expressed in human liver ?ﬁibﬁ%i@éhrt\ét%‘i In preSSN o
ST ) XA TITARSN TS Published ZEUFEY
Author Shizuoka, T. X X .
o Hamerat . X Unpublished. In press. Published M&IRIZFECTA HE
AYYEDYET
Other Reference

— ReferenceZ 1B /NY 515
B2V ILET

Nex

E

Site Policy | Privacy | & DNA Data Bank of Japan

Last modified: August 27, 2012
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Unpublished DiH&

Nucleotide sequence data submission

1. Contact person 2. Hold date 3. Submitter 4. Reference 5. Seguence 6. Template 7. Annaotation 8. Finish

Primary citation (main paper for the sequence of the entry)

Please choose 'Unpublished'
when you are planning or preparing for a manuscript,

wh;n a n;anuscritptdis pcjeir;g s:b:r:itted for pu!ljczicazoj; N | Year[j:l jj 0) M\Ebf& U af-d‘/u ? g EJ
or ou have no ecided whether you wou submi € paper or not > —_ =
’ ’ " SSEDENANBEHBYET,

In case of 'Unpublished', please enter the appropriate title and auhors.

Status @Unpublished ©In press CPublished Eﬁi's"f I‘)békjj Lij—o
vear 2012 MXEERSNGENGEED, BEES
Reference Title Glyceraldehyde-3-phosphate dehydrogenase expressed in human liver \‘ %#E(:Ff;\ Cff:ﬁﬂjfdtgfr F}L%EB@ L,

Mishima, H. X T(Tiéb\o

Authors Shizuoka, T. X y
hadauthors RXDEEREEMITIBT OANL TS,
other Reference Add authorsTA AEZEBIMTEEY
X&) 9BHEANREEETET,

Add

Next
ANDFATZENext /
0V ILEYT

Site Policy | Privacy | © DNA Data Bank of Japan

Last modified: August 27, 2012

WXEDEEZRIZETHEAT, KRADREEFEHL TS,

23K : last name[commalfirst name M EE X F [period]middle name 058X =F[period]
451

Miyashita,Y.

Robertson,G.R.

Mishima-Tokai,H.

Kim,C.S.

Wang,Y.Q.
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In press 1ERFF

YearZ ASILET
Status CUnpublished @In press CP ed
Vear 5012 In press;ERFF, T v—FIJLDBEFR(1SO abbreviation)
ZADLTLEEL, COANBIZFOv—FILED
Journal Name J Cancer — ADHBIEEEA DLV TWVET )
Reference Title Glyceraldehyde-3-phosphate dehydrogenase expressed in human liver
Mishima,H. X .
ch WX AANILVEADLFET
izuoka, T. X
Authors y
Hamamatsu,S. i
Add authors MXDEELZEWIC1IZT DANLTEZEL

Add authorsTA HiEZEEBMTEET
XED)vITHDEADEEEHEFET

Other Reference WNEOEERICETIHAT KEOBELIHLTUE,

add fiz=K: last name[commal]first name 058X ZF[period]middle name M §&EX F[period]
f5il:
Miyashita,Y.

Robertson,G.R.
Mishima-Tokai,H.

Kim,C.S.
Wang,Y.Q.
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Published Z iR ¥
YearZ AZILET

In pressiZEIRIFF, Uv—FILDBEFR(ISO

Status CiUnpublished ©'In pressZ abbreviation)Z A AL TS0y, Ov—F )L
Journal Name J Cancer Eﬁj(’i"ﬂ‘)l/"&)\j] Lﬂf'é' urmal of Cancer)
Reference Title Glyceraldehyde-3-phosphate dehydrogenase expressed in human liver
Volume 65
Page S350 2357 Volume, Page. # AALET
(start - end) i DOI MAMBIEEITA AL TLIZELY
DOI
(Digital Object Identifier, Optional) 0 12>%/1can-1234567
Mishima, H. X
Authors shizuoka, T X OEELESMTIB T OAALTIZEN
Hamamatsu,S. X| Add authorsCA NHZEBMTEET
Add authors X&' )vI9DEANEEHEET
MXEDEERICETHRAT, KLDRIEEETLEHL TIZELY,
Other Reference F2=: last name[commalfirst name 583X *F[period]middle name @ 883X F[period]
il
Add Miyashita,Y.

Robertson,G.R.
Mishima-Tokai,H.

Kim,C.S.
Wang,Y.Q.
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Journal A THEIZE 1+ BJournali D A N 1@ Bh#%REE

Tx—F )L4 L 1SO Abbreviation Z A AL TLEELY,

Journal Name#@IZfull nameZ A AWV =1=ER TOY—FIL B DIRFH ) AR RSINET , !
S IEIRT B ETISO Abbreviation|ZTHEIE SN FE T,

Mal Cell Neumsci|

Mol Cell Pharmacol (Molecular and cellular pharmacology) o
Mol Cell Endocrinol (Molecular and cellular endocrinology)

Mol Cell Neurosci (Molecular anice“ular neurosciences)

Mol Biochem Parasitol (Moleculat* and biochemical parasitology)

Maolecular and cellular differentiation

Mol Cell Biol Hum Dis Ser (Molecular and cell biology of human diseases series)

Mol Chem Neuropathol {Molecular and chemical neuropathology / sponsored by the International Society for Neurochemistry and the World Federation of
MNeurology and research groups on neurochemistry and cerebrospinal fluid) i

AN@BIEEEZIL. NLM Catalog ZFEALTHEYET,
ISO Abbreviation [T DUV Tl NLM Catalog THEITAHACENTEET,

19



http://www.ncbi.nlm.nih.gov/nlmcatalog
http://www.ncbi.nlm.nih.gov/nlmcatalog

f51: Journal of biological chemistry D&

NLM CatalogDR—U 7 HOEALET

BRBELF=WLOr—FIL&[journall ZHEERZEIZAFIL. Searchd V) wHILET

NLM Catalog MNLM Catalog ~ | journal of biclogical chemistry[journal] m

earch Limits Advanced

journal of biological chemistry[journal]

2)999 5
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Results: 2

[ The journal of biological chemistry

1.

M

American Society for Biochemistry and Molecular Biology.
ISSN: 1067-8816 (Electronic) ; D021-9258 (Linking)

San Francisco, CA : Lightbinders, Inc., c1992-

MLM ID: 9887312 [Serial)

The Journal of biological chemistry 1I;*ﬁb§§%éhij_

American Society of Biological Chemists.; Ameri *ﬁ%%ﬁ%h\g S E;'-( %'d_éjj_ié
Research. 7') “J7 L/.i,d_

MLM Title Abbresviation: J Biol Chem

gs.; Rockefeller Institute for Medical

ISSN: 0021-9258 (Print) ; 1083-351X (Electronic) ; 0021-9258 (Linking)
Baltimore, MD : American Society for Biochemistry and Molecular Biology
Currently indexed for MEDLINE

MLM ID: 2985121R [Serial]
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The Journal of biological chemistry

Author(s):

NLM Title Abbreviation:
ISO Abbreviation:
Title(s):

Publication Start Year:
Freguency:

Country of Publication:
Publisher:

Latest Publisher:
Description:
Language:

ISSN:

American Society of Biological Chemists.

American Society of Biological Chemists., Proceedings.
Rockefeller Institute for Medical Research.

J Biol Chem

J. Biol. Chem.

The Journal of biologi
1905

Weekly, 1994-
United States

Baltimore [etc.]

ISO Abbreviation [FCh T9

Baltimore, MD : American Society for Biochemistry and Molecular Biology
W ll., ports.

English

0021-9258 (Print)

1083-351X (Electronic)
0021-9258 (Linking)
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5.Sequence

SEECIZEANALET
TPADZEICE T TIVERBAALET

DDBJ Nucleotide Sequence Submission
1. Contact person  » 2. Hold date =» 3. Submitter =» 4. Reference =» | 5. Sequence =» 6. Template » 7. Annotation » B. Finish

I_)id you determine the nucleotide sequence by yourself? 7_:77]')[/|“—C°"YES” 75‘“ *Réhf(/\ia-
® vES | TPATHULMES ., (X YES DEFICLET

) Mo, whole or a part of nucleotide sequence(s) were constructeT oy umlﬂ‘:’—] otation)
Sequences

Please paste nucleotide sequence to the text area below. You can paste

multiple sequences concatenated in FASTA format.

ST o | EEEIZECC(C

gtgecttacacatgeaagtogaacgagptgattttaagettpettagetgaatogatteg —_— -a—
caaacgEEtgagtaacgcgtagacaacctgocgcanagat gEERAcaacagtccgaaage /\ Zl\l-’i o

nnctaataccgaatgttgtcagattoccgcat ggagact gattaaagatgroctotactt
gtaagctatcgetttgegatgegtetgegtotgattagetagttgetgreptaacggoct
accasggcgacgatcagtagecggtot gagaggat gaacggecacattggaact gagaca
cggtecagactoctacgggagEcagcagtggggaatettecgeaatgggcgaaagctgac

0]

EEagcaacgecgcgt gagtasagaagggttteggetegtanagetotgttgacegggace 7/7_'—:/3>)\ jj 'fﬁs :O)/\o_ o ‘»j:b L\—Ci,_ﬁ
aatgtgcgaaatgogaatagetttctogecaat gacggtaccocgtcpagraagocacggct
aactacgtgccagcagccRcpgtaatacgtagpt gecragcettptoopgaattattegg - EE@”%%EL’: Eé~ 7.Ann0tat|0nflj] LT:W
cptasagERagcECagRECEERRagEcaagtcagtottaaaagt gegRggctcaaccoogt cia

LaBaRERSECECARRCRRRaaRECH: siotoasce: BlEEODNFT,

Or upload sequences from here

HE.
1% B KA
% F=(3, BERS Next A AAHA S Next

I7AIWVEI i o
Site Policy | Privacy | € DNA Data B u pload Lij— ° 59 J J7 L’as-d- Last modified . August 31, 2012

COR—UTANEHE-BRATAICIITIVFTITvII—0T 0. R—2
DURLERFLTZEWN, T5UH—ZRALIRTETvII—ILI-URLZ A

WT. BRI HIENAIRETT . 23
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A A RETFIREELS| 1DV T

Multi-FASTAT. KX DIE R BN ER—AMNFE (X7 Yy T O—F)AI§ETY .

Entry name (T ) —8) &, 24 XFETOFH - BHEB(F=ZLAR—=X " 2,
¥ I\WWIRSYLAFEFHENERVTERELTZSLY,

Entry name [ZIXZNZENEE DL LTI TZELY,

EIC Entry name MERSINTWVAIGEE XIS —E4 ST Entry name DIEIEA
WEITIRYET,

BIVN)—DRYYIZ /) ZEATHTEWESTH, B@EHYFEEA MBI . 512),

ARORTLTI /) ELOBEERSZAALESEE . FTUMN—ORYYELT//
AEFMIHAShET,

RS, a,c,gt, mr,w,s, v, kv, hdbonDWNTFhhHhTERINIDHE
n"HYFET,

BREIN D AR—R, HFTEBMICHIFRSNET,
BREINPDAXFIXEENIT/NXFICEBRINFTT

15l 1

>CLNO1
ggacaggctgecgecaggagecaggecgggagoaggtggtggaagacagacctgtaggtegg
aagaggcttcgggggagecggagaactgggccagaccccacaggtgeaggetgecotgte
tgegettcagtegtgggegaagectgaggaaaaagagagagaggetcaaggaagagagga
tgaggcaggagaatcgcttgaaccccggaggocggaggttgcagtgagecgagattacgee
accgcactccagectgggegacagagtgagactccatctcaaaaaaaaaaaaaaaaaa
>CLNO02
ctcacacagatgctgcgeacaccagtggttgtaacaatgeecgtttgectecttcaggtet
gaagcctgaggtgegetegtggtcagtgaagagggcaaaaagagagagaggctcaaagga
tgegettcagtegtgggegaagectgaggaaaaagagagagaggctcaaggaagagagga
tagtcattcatataaatttgaacacacctgctgtgcctagacaagtgtctttctgtaaga
gcetgtaactctgagatgtgctaaataaaccctctttctcaaaaaaaaaaaaaaaa

f5 2

>CLNO1
ggacaggctgecgocaggagecaggecgggagoaggtggtggaagacagacctgtaggtegg
aagaggettcgggggagecggagaactgggccagaccccacaggtgoaggetegccotgte
tgegettcagtegtgggegaagectgaggaaaaagagagagaggetcaaggaagagagga
tgaggcaggagaatcgcttgaaccccggaggocggaggttgcagtgagecgagattacgee
accgcactccagectgggegacagagtgagactccatctcaaaaaaaaaaaaaaaaaa
//

>CLNO02
ctcacacagatgctgcgeacaccagtggttgtaacaatgecgtttgectecttcaggtet
gaagcctgaggtgegetegtggtcagtgaagagggcaaaaagagagagaggctcaaagga
tgegettcagtcgtgggegaagectgaggaaaaagagagagaggetcaaggaagagagga
tagtcattcatataaatttgaacacacctgctgtgcctagacaagtgtctttctgtaaga
gcetgtaactctgagatgtgctaaataaaccctctttctcaaaaaaaaaaaaaaaa

//
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TPA IR ZEC I D A S B H

DDBJ Nucl Suhmiscinn
1. Contact person 2. Hold date 3. Submitter 4. g %fiﬁgﬁeg”%iy&i Lf:@'@'if;( . ch
Did det ine th leotid b If? ﬁﬁ:ﬁéhfb\éiﬁ%ﬁagu%g l FHL/—CiE
- IYE‘SIDI.I etermine € nucieotide sequence Dy yourseir:« %EE?”%*E% Lf:%é‘i NO %E*RL—C
@ Mo, whole or a part of nucleotide sequence(s) were co <T£é[,\ v Annotation)
TPA submission (Third Party Annotation) TPA%@%[:‘I;)] ) E;b ) ﬁj"
Your nucleotide sequence(s) are being submitted to TPA

Sequences

Please paste nucleotide sequence to the text area below. You can paste

multiple sequences concatenated in FASTA format.

2FAO1
atgegteggaaggtottcgaagagot getcacarces
atcatggatacgttogggcatatcagt god
ctggegcagaaact ggoocogagettgatd
gatggegagacctcggacaaccggccgtcd
tacaaaacgeggoccgacgtteagtgtgts
tantgcttcgtcganacgcn

%EE?IJE::I_
/\_X I‘LiTo

gcgcggcatggr.gtcgtnaatgtaggcaaatccgtgngggaggtngtcttccgggccttn
tatctegagcaggaagcageagepctcacepccgecttgaagateggcaat gteaaatac

Or upload sequences from here

Ef-1E. SR ERF
T7A4ILEZIhbn
uploadLZE 9,

Site Policy | Privacy | © DNA Da

Assembly Information

Please paste assembly information, which consists of base pair spans of the
primary sequences and information on TPA sequence spans, to the text
area below.

TPA_SPAN PRIMARY_IDENTIFIER PRIMARY_SPAN COMPLEMENT

FADT 1..552 ZZ000001.1 54872 . Hh422 x

TPARCHI DB EIF

BM123 1. 438 ZZ000010.1 1. 438
377. . 695 ZZ000011.1 1..320 ¢
(Assembly
Information)z_ —[Z

411, . 790 ZZ000021.12 1..398
R—ZXRLZET

m | »

79001191 Z2000022.0 1.. 401

Or upload assembly information file from

18R |

F1=1&. Assembly

Next

[ August 31, 2012

Information D771 L%

AN Next 7| == 432 nload LET

Yy oLES

COR—CTANZERW-BETAIZIETSHIFTIvIT—9FT N R—T
DURLERELTLEESW, 750 —%FACEERTETvIY—ILI=URLZA

WT. BT AIENARETY, 25
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TPAIZE T3 Assembly Information DE

A 141

FAO1

BM123

Entry
Name

TPA_SPAN PRIMARY_IDENTIFIER
1-552 Z7000001.1

553-705 Z7000002.5

1-438 Z7000010.1

377-695 Z7000011.1

411-790 ZZ000021.12
790-1191 Z7000022.0

TPA B2 51| LD
location Z &k

7542 =T

DT Ity aA B S
FIN—a B EEE
HIZANT B,

< ADBIDERR>

Entry name FAO1 [ZHE T ;
TPAYE EBR 5| 1-552 D FELE, (E 22000001.1 0) 54872-55422 [ZXt s
TPAYS E B2 51| 553-705 DB & 22000002.5 M 1-153 (Xt s

Entry name BM123 [ZH VT
TPAIE E A 1-438 D FEIE I 22000010.1 M 1-438 (23 it
TPAIE £ FER 5 377-695 D$EIFIE 22000011.10) 1-320 O FB4#H FE A= 5t s
TPAIG E AL 411-790 M FELEL (X 22000021.120 1-398 [ X%t i

TPAIE EALZ S 790-1191 D FEIE I 22000022.0 D 1-401 [Zxf it

PRIMARY_SPAN
54872-55422
1-153

1-438

1-320

1-398

1-401

U

754%)—T Y

DEFEEANT B,

COMPLEMENT

c HEESE IR IS
ITHEEDH
cHEE

WIFNETPA ET AR I DEINT A AT ARBIZHELNET
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Assembly Information A 71%R Bl

® FE117BIE
[tab or space]TPA_SPAN[tab or space]PRIMARY_IDENTIFIER[tab or space]PRIMARY_SPAN(tab or space] COMPLEMENT
THAILELNHYET
® TFTIEIEE LGN T
® Entry name [XFE15I(ZEEELET . Entry name DHAITTIVR)—ZEDAssemblylEHRARYTIGNEHZEICHEYET,
® TPA_SPAN
E30: XY BLLE XY (X, YITELF . X<Y THHZENRE)
TPAEES| EDMERZREHLFT
f51: 100..2000
11 3400-4000
® PRIMARY_IDENTIFIER

Z3: accession number.version

BIATATSATIIUNIDT Iy avBEEN—Ca BB EELITAALET . RAKBD 7Y AV BENDS
BIEN—=230FFZE0ITLTESLY,

{5: AB123456.1

{5: AB987654.0

PRIMARY_SPAN
ER: XY HELLI XY (X, YIEEFE. X<Y THAENRE)
TS5A4R)IUMNIOSD5 | BEEEANLET  thEH UI=5EEH TPA_SPANDFEEIE R IEL TWLAHEAHYET .
f51l: 1..3345
f51l: 900-1235

COMPLEMENT
£ ZRHLLI
TSA) IV DR EEHEEES I BT 558120 cEHELET .



6. Template

@Taxonomic division

Bacteria (including both eubacteria & archaea)

Environmental Sample
Human
Human organelle

@ BB Z R E L= E ¥ Dtaxonomic divisionZ!) A+

Invertebrate

ﬁ‘b&hf<fi§i‘o FILA *7~EE *@%@Hi~ A We have templates for some typical submissions invertebrate organells

= ‘organelle’ AIAFNDLDTERL TLFKL You can procsed with them I you wish. SRS e
source 74—Fv—HBE T IZ /organelle AABENRIIZINZ Phage

5NET, source T4—Fv¥—ER FIZSREATREE oA Bacteria (including both eubacteria & archaea) v :::z::g:E:';:x:zzi:z:::: ::::::3 el
7747 I1&. EIRENT= taxonomic division [ZkYE 7 protein-coding sequence (CDS), single CDS Primate (other than human)

TYET, * protein-coding sequence (CDS), multi-CDS (until 3 CDSg) |17 (o fenuman) crnele

W Y)7; taxonomic division AR DMSHEWNMEE 1. ” intergenic spacer (IGS) Rocent organell

R N Synthet]
internal transcribed spacer (ITS) e

ribosomal RNA for 165 rRNA Vertebrate (other than mammals)
ri bosomal RNA, Other Vertebrate (other than mammals) organelle

Plant/Fungi (eukaryotes other than animals)” ZZEiRL
TLIEELY, Plant/Fungi TIXFAE DAY T74TH (D4

1§Fﬁﬂﬁ§ﬁf:&)—5'§_o transfer RNA (tRNA)
(')>%: taxonomic divisions|Z 2L T non-coding RNA (ncRNA)
http://www.ddbj.nig.ac.jp/sub/locus-j.html#division) cannot be described any other feature keys (use of misc_feature)
other

@ F AR BE7ZRannotation template MM FIZKRRENF - _ —
¥, &) templateZ:ZIRL . “Input annotation” &% Input annotatlon‘.Upload annotation file
)y LTSS, /

ERRYRMIE ST ZEAARMEAIS ZERIZ . “Input annotation” &) w9 H&

“other” ZERLET . CDIFZE. T IL “7. Annotation” R—U B LET,

BROT7/T—av ANEHATEEZFE A,

CDOR=UTANEHI-BRATZINEIZVFTIVY COR=JZENTTYTIL—EEEL
R—09 5. R—UDURLERFLTZEL, T57 =158 7.Annotation TANLI=RAE(E

Y%L RTLIVIR—ILERERVNT. BRT
HTEMNTARETY . SR

28



7.Annotation

AT/ T—aV ANBEETIIAEEDOA AR ENEELET
Edit7 A &)y (HELE)
ILEZTIVIVD
QualifierDIBET AV EI1) VT
Edit ColumnZ#%')v%

DDBJ Nucleoti(
te » 3.Submitter » 4.Refe » | 7. Annotation | » 8. Finish [HELP]

QualifierZEIRLESY

submission ID

Submission ID: 5052eaeb55d6981a1500155b  Entry counts: 10

(Select | (Select |
BRI o ad e

forganism ) /mol_type @) Istrain @) Location /product @) information

_ |Edit Column] 2 |Edit Column] . [Edit Column] _ |[Edit Column] _~ [Edit Column]
<;]..>]4TENﬁhosmmlRNA
<1.>131

z:: :?X QualifierfgE7 (40 _
| EOIOUYST BTN | ZROUYITIICE FIC EDREDTA
M DD E T DIRRIMTAES copy & pastel= £ B—1E
<1.>585 Z jJ?f)fEIAb—C“T

ENTO04 Eait —G.d-
ENTOS Edit 1466 ! genomic DNA <1.=1466 168 rbosomal RNA |

ﬂn 1477 <1.>1477 165 nbosomal RNA
ERILEFTILDIYY

it 583 =].=385 163 ribosomal RNA
~ " = 75‘\ A RET

iﬁgﬁagljkﬁ E%': -Ld’— Ajj ﬁ% _Iﬁb <l.=1483 168 ribosomal RNA

*EE LT:Entry name ' [ genomic DNA <1585 168 ribosomal RNA

‘\ —
75 ﬁméhi d genomic DNA <1.=585 165 ribosomal RNA

Tength(bp)

<1.=585

Link: Next

& Feature key DEE

€ Qualifierkey DEE COR—UTANEHE-BHTHICR>TSVITIVIR—
@ Organism qualifier [ZSR&d 2 4E Y4 TEM . R—UDURLERFLTZEW, T50H—%FAL-#&

THLITvI<v—ILI=-URLZAWNT. BT AZENTRETY,

€ CDS feature ITDLVT
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{5 16S rRNAT /T—

VEMINY. VA

DDBJ Nucleotide Sequence Submission

1. Contact person » 2. Hold date » 3. Submitter » 4. Referg N - 7. Annotation » 8. Finish [HELP]
1. 7UyOLT, BEXR
Submission ID: 5052eaeb55d6981a1500155b  Entry counts: 10 / ;J_;_I_'f'er% BLTEHEE
(Select ) o (Select |
snurce9|g!mtr’ rRNA9|g!-ﬂﬂ’| Other
forganism ) fmol_type @) Istrain @) Location [product ) information
length(bp) [Edit Column]  [Edit Column] [Edit Column] 'M [Edit Column]
ENTO1 Eait 1472 genomic DNA LIZ\ZEfeature~ qual|f|erb§*ﬂ 8 ribosomal RNA
ENTO2 Eait genomic DNA ,ﬁﬂﬂ-ﬁt LT%*Ré*LTL\i 8 ribosomal RNA
ENTO3 Eait genomic DNA -g— o 8 ribosomal RNA
ENTO4 Eaie 2. Edit?’f: ‘/16‘7 IJ W genomic DNA | <1 585
ENTOS Eai IJLET, BIMEHRAHHISEIC
= AN TT LB 7=
ENTO6 £ait FRNA feature@ <1.=1477 E EEnEﬁﬁ\EIﬁb—CTo
ENTO7 £ait 585 location, A% J+ %2585 168 ribosomal RNA
N2 H &
ENTOS Eait 1483 ggﬁéﬂéﬁ & L-C I:IE =].>1483 165 ribosomal RNA
ENT09 £aie D)9 5HET/ ° <1.585 168 ribosomal RNA
O %:;;;?}%%?:I‘yg genomic DNA =1..=585 168 ribosomal RNA
\
A o
7/ T—3avFyUTRHIE
Next | B ESENRY, S5
Link: AJREICAES>TULVET,
st medified: September 12, 2012

& Feature key DEE
& Qualifierkey DEEHE

€ Organism qualifier [CERE T 2EH A

€ CDS feature ITDLVT

COR—=UTANEHE - BRI BICFZTSVHFTIVIT—09%h.
R—UDURLERTEL TSN, TS50 —%#BFL . T Ivo~v—
JLI=URLZAWT, BT 5_EMNAIRETT,
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QualifierZB N9 BIZIESelect Qualifier7 /a2 z=o)vILEd

source

BALT=L qualifierfEDF v IRy I RIZF Yo
ZMA T, Save &9')v99 %&. qualifierZiBINT
EET,

—Recommended Qualifiers

qualifierZ/H 9 HZ& L. FuIENLET EAA

—Optional Qualifiers

[C] collected_by
[Tl identified_by

hEnt-qualifierDBEEZFTOHEE "HEL (47O

[7 sub_species [[ host J"HAHIBLET DT, "OK'EV)vITHEBET
[C] serotype [[] isolation =F9,

[C] serovar [lab_

[T variety ——type T/ T—av (w8 qualifierlXHEARAIEE T
[Tl isolate PCR_primers -

[] culture_collection [] db_xref

[C] chromosome [ note

[C] plasmid

[ clone templateDFEFE(Z KV, FIRA[ gEALqualifier
[T clone_lib

FEGYFT,

Cancel @

N

Link:
7.Annotation
Template CotherZERLI-[EDT7/T—3 VA D

Template TotherZFEIRLI-FFD A HHI SkarKY74 /L Dannotation

Link:

& Feature key DEE

& Qualifier key D FE &

@ Organism qualifier IZEEE T 24EM%

€ CDS feature [TDULVT
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"Edit"1) OB D REE M

ENTO1 Edit 1472 genomic DNA <1.=1472 165 ribosomal
m{lz Edit 131 remone DI A =1 =1313% 145 ri|1ntn|1'|a|
ENTO1 b
ENTO3 Edit al
ENTO4 Eqit source al
Category: {Select only for virus, environmental sample, etc. -
ENTOS Edit Jorganism =~ = ° ' il
Scientific name: \ lTr}.r NCBI tax search
S /mol_type genomic DNA -~ EYRESZTAN i
ENTO7 Edit /strain \Lﬂf'ﬂ' il
ENTOS Edit al
—FRMNA
_ strainz ABILET
ENTO? Eait Location <1..>1472 k al
; /product 165 ribosomal RNA ; S
ENT10 £t rRNA®@location N EeF &K EL i
- THBMISERESNET . LE
16S rRNAD T L —RERL TS [CISCTIEIELETD, Cancel Save
DT, 7OFIRAIEMONSARFEF

- THBYIEERTEETT, —

ANE&. SaveZx D)y ILFET

Link:

7.Annotation
Template CotherZFERLI-[EDT7/T—av A B

Template TotherZZIRLI-FD A A SR 74 /L PDannotation

Organism nameZ A A9 BI1Z[&

32



1B ANTTHE

Submission ID: 5052eaeb55d6981a1500155b  Entry counts: 10

Bl %
source 9 |hl.::ﬂ r|
forganism 9 /mol_type 9 /strain 9
length(bp) _[Edit Column] _» [Edit Column] _ [Edit Column]

ENTO1 £air 1472 Bacillus sp. HM genomic DNA HM 1
ENTO2 Eait & genomic DNA
ENTO3 Edit genomic DNA
rosea | 2B 14 H ERIERIC _

Edit . . [ genomic DNA

Edit7 (3> % 0 )y ILTARZE

ENTOS Edi = =] > = i £

N F/T—VAVANERT |
mNTo6 eane | o CLTEELY, genomic DNA
ENTO7 Eait " 585 genomic DNA
ENTOS Edit 1483 genomic DNA
ENTO09 Eait 585 genomic DNA
ENT10 Eqit SES genomic DNA

Link:

Select
rRNA 9 |
lifi
M_LQJ Other
Location /product 9 information

_» [Edit Column]

<l.

>1472

<1.=1313

<1.>585

~1.>585

<1 1466

<1.=1477

<1.>585

<1.=~1483

<1.>585

<1585

_» |[Edit Column]
165 ribosomal RNA
168 nbosomal BENA
165 ribosomal RNA
165 ribosomal RNA
165 ribosomal RNA
165 ribosomal RNA
168 nbosomal BENA
165 ribosomal RNA
168 nbosomal BENA

168 ribosomal RNA

& Feature key DEFE

& Qualifier key D EE

€ Organism qualifier 28T 2EM%
@ CDS feature [TDLYT

COR—TAAZERW-BRATBIZIXTSIVYTIVvIR—IFT M R—
DURLEZRELTLEEWN, TS50 —%#FHL =% THTvoI~v—ILI=URLZH

WT. BT AIENTRETT .
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annotation A 1#&"Confirm"& 2y O LTFzvI%1TS

Submission ID: 5052eaeb55d6981a1500155b  Entry counts: 10

2V9ILFET,

‘Bl ‘el
Select Select
snurceg |ﬂ.\|_m| rHNA@ |ﬂ!ﬂ@_f|
h ~ = = Other
lenath Jorganism ) /mol_type §) Istrain () Location /product ) information
t - - - - -
ength(bp) _[Edit Column] ~ [Edit Column]  » [Edit Column] [Edit Column] _» [Edit Column)
ENTO1 Eait 1472 Bacillus sp. HM 1 genomic DNA HM 1 <1.=1472 168 ribosomal RNA
ENTO2 eait 1313 Bacillus sp. HM2 genomic DNA HM2 =1.>1313 168 ribosomal RNA
ENTO3 Edit 585 Bacillus sp. HM3 genomic DNA HM3 <1.>585 168 rhosomal RNA
ENT04 Eait 585 Bacillus sp. HM4 genomic DNA HM4 <1.=585 168 rhosomal RNA
ENTOS Edit 1466 Bacillus sp. HM5 genomic DNA HMS <1.=1466 168 ribosomal RNA
ENTO6 Eait 1477 Bacillus sp. HM6& genomic DNA HM6 =1.>1477 165 ribosomal RWNA
ENTOT Eait 585 Bacillus sp. HM7 genomic DNA HM7T . .
~, e —
FIviE.  ROXATYTITHESD
ENTODS Edit 1483 Bacillus sp. HME genomic DNA HME B A\ n A
BIBEEDH. "Next"h 2y 1]
. HM9 ic DNA HMY ’-‘Eb I
annotation A 1#& . Confirm% — A=ethe
— [=] N
B _HMI0 | genomic DNA HM10 T/ T—a F v TRIEND

BDIGRIXVIVITEEEA,

Link:

“Confirm” ')y %% Errorf&L
“Confirm” ')y : Warningh\$p A\ RIZED DIHGE
“Confirm”21) v 7% ErrorN$H B35 E

COSDEYRI S—EZDERAR—TA~ADYV Y

a5 LRN—[ZDVT
Confirmf&"Next"2') v TR LR E A

TEhE

COR—STANZREH-BETAICIETISHYYFTIvIT—5THhn R—
DURLEZREL TSN, TS50 —%#FL-% T TvoY—IL=URLE A
WT. BT RIENTTHETT,
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Template TotherZERLI-[FD 7 /T—L3av AR

FRRADAHNTIIEL BER
T4—Fv— DAV 7747 %8B
BTEIRTLIBHELAHYET,

“Edit” 7y I T, . TV
M)—CEDmEMNT
AFEY,

2. Hold date 3. Submitter

4 Entry counts: 2

ENTO1 F.u{ = ¥
(Select |

source | P

length=2878

DDBJ Nucleotide Sequence Su

"Select Qualifier"2') v T, qualifierZ B TEE T,

e el B
sse ) B&. sourceT4—Fv—IZ
BRENF=HOFI)T7ATHRROIU
J—LI&IcaE—ShZEzT,

Add featurs

4. Reference

genetic code=
, /organism=
<, /mol_type=

"Comment"2')w9 T,
ENTUZE&W >

EIR)—ISHLT . YUvILE=Y L
AVIFATEDRENITAEY .

Link:

& Feature key DEE

& Qualifier key D FE &

€ Organism qualifier ICEEE T 2EM%
& CDS feature [TDL\T

LEICIGL . ENFEHRZEE

source (g e ?Eﬂﬁ'@)\ﬁ?’é:&bfﬂ e . featurez 7w OLET , T14—
I HETT, Fr—ZMD TR TEIR,
ooy JE BT RECT
N pAYTATEERY YT 77T SEBMATRETT
BIETHEANIAUR DD
WCTHRERREIZAEYET, Conir (Nt T/T—avFy Y THIE

featureZ1BIN9 5121, Add

LIS NERY . YUY IR
ATREIC > TLVET,

BYyhEBET IF—ay |
FrushBEEYES,

CDOR—CTADERE-BETAIZIEITSOYFTIVIT—ITHh R—D
DURLERELTLEEWN, TS50 —#FHAC-% THTvI~v—ILI=URLZH
WT. BT AIEMNTIRETT,
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http://www.ddbj.nig.ac.jp/sub/ref8-j.html
http://www.ddbj.nig.ac.jp/sub/cds-j.html

Template TotherzEIRL1=FF D A H1 451
Shar kY74 / L@ annotation

3. EditZ ')y LT source featureZ AHLET

botide Sequence Submission

1. Contact person 2. Hold date 3. Submitter 4. Reference 5. Sequence 6. Template 7. Annotation 8. Finish
N 506_2% 2. ROIUKM)—LIEIZ, source TEIR L fzqualifierd
i IE—LEWMESISE,. COTAaVEIIVILET,
U HE. qualifierDfEIFOE—nFEH A,
length=17799

genetic code=

Link:
QualifierZBI09 B2
"Edit" )y 7 8% D 4R S B E

Jorganism=
-3 Jmol_type=
298 (e e o
2 8 oranete 1. "Select Qualifier" T, qualifierz:#ERLET,

Entuzgw 4 ;0)15“—6‘3:‘

source |;::&¢_r| Country
length=5867 ISOIate
genetic code= Orga ne”e

Jorganism= N
J /mol_type= ZEmLELT=,

o ink
Site Policy | Privacy | & DNA Data Bank of Japan ‘ Featu re kev @ E %

€ Qualifier key D EZH
€ Organism qualifier ICEEETAEMHE

€ CDS feature [Z2DULVT

CHOR—CTANZRW-BRETAIZIZTSHFTIvIT—oTHMh R—
DURLEREFEL TSN, TS50 —#FAL-%& TEHTvo~v—oILI=URLZH
WT. BT AZENTRETT,
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http://www.ddbj.nig.ac.jp/sub/ref5-j.html
http://www.ddbj.nig.ac.jp/sub/ref6-j.html
http://www.ddbj.nig.ac.jp/sub/ref8-j.html
http://www.ddbj.nig.ac.jp/sub/cds-j.html

EntO1 x
[~SOUrC
Category:
/organism Select only for virus, environmental sample, etc. -
Scientific name: Dugesia japonica
/mol_type genomic DNA ~
fcountry  Japan:Shizuoka
/isolate Dj-01
Jorganelle mitochondrion -
genetic
code
Cancal| Saye
—— -
4. ZC%FD)voL . EmLT=Ly
~ N
featureZ!) ARMHEIRLET,
DDBJ Nucleotide Sequence Submission Hel
1. Contact person » 2. Hold date » 3. Submitter » 4. Reference = 5. Sequence 3 % 7. Annotation » 8. Finish

Submission ID: 5062d65f55d69844ff000al4 Entry counts: 2

ENt01 F.m [ ,'.
e
source |h|'|" |

length=17799

genetic code=9

Jorganism=Dugesia japonica

/moal_type=genomic DNA
Jeountry=Japan:Shizuoka

z i Jisolate=Dj-01

ﬁ q Jorganelle=mitochondrion

EntUZF s S
source |H.I“ |

length=5867
genetic code=
Jorganism=
/,r‘mn\itype:
Jecountry=
4 T,r‘\snlate:

28 Jorganelle=

Site Folicy | Privacy | @ DNA Data Bank of Japan

Add feature

location=1..17799
Jcodon_start=1

dd feature -

Add feature =

5. featurefid T (Z1BADY Squalifier

Cregon
%E*R L,i_d_ o CAATQ_SlgnaI =

T centromere |
D-loop
D_segment
enhancer
exon

gap
GC_signal
iDNA

intron
J_segment
Next LTR
mat_peptide
misc_binding

misc_difference
misc_feature <

Last modified: September 26, 2012
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6. locationZ{EIELFE T, V) vod

fE o %

BEARNIAVRINBENSDT,
| [EZAALFET,

location=1..IT7799
Joodon_start=1

: ,-’gene—_
g Sproduct=
Add feature -

7. qualifierfBZ#RELET
qualifierd 2y F HEANIAUEDHENDSD T,
ExAANLET,

CDS feature Tld/codon_start=1 N¥IHAEELL TR
SINTWET . LEICKY, [EDEBEZITLVET,

-~

Select | :
Qualifier
location=<1..1158

Jeodon_start=1
; /gene=cytb
; /product=cytochrome b

CD5

I 8. $tLVT . featureZBMLFET,

| Add feature —=

—
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Template CotherZE IR L1=[ED A 115l: ConfirmZEx2')v 5

2 _Hald Aat 2 _Cuk i A _Daf

DDBJ Mucleotide Sequence Submission

5. Seguence 6. Template 7. Annotation 8. Finish

Submission ID:

Ent01 E

Select
source ‘H!!MO_J
length=17799
genetic code=9

featuret°qualifier’B N . "Edit"4
&Y TN —BEGITiRE
THIELHAEETT,

Salect
uma.r| J

jon=<1..1158|
on_start=1

9. E#RIZ. qualifierZiEBIRLTH S,

forganism=Dugesia Japonica

: /mol_type=genomic DNA

2 i@ Jcountry=Japan:Shizuoka
8 Jisolate=Dj-01

2 Jorganelle=mitochondrion

featureE 1=l qualifier®z;HE9 %
[CIETFET7 A0y ILET,

Add feature

7 7gene=cytb
; /product=cytoc

[EZANLET,

o3 | CDIRVEZfeatureDENTZITHRY R

location=1381..27
Jeodon_start=1

; fgene=nd4
; /product=NAD

LEY,

Hw
tRNA ‘mﬂd i

location=complement(15812..15872)
4 /product=tRNA-Cys

-

Ent02 Fdi‘ fomnent

source ;::’:'Lm‘!ﬂ

7% TannotationF AHLET .

LBOIVR)—IZHENTH, Rk

Select
auaier]

length=5867
genetic code=4

[recanon=79..1506

Jcodon_start=1
fgene=coxl

forganism=Babesia gibsoni
“, /mol_type=genomic DNA
: f;ountry:_il_apan
; /isolate=Dj-02
:/ , /organelle=mitochondrion

#9)y L TTFEL, AS
FIyIMNIREVET,

Link:

ConfirmiZErrorELDIZE
Confirm#&Warningh\dh W RITEHBIHE
ConfirmfZErrorh’$Hh B85
COSDEERIS—LZDERAR—~DY D
a5 LR/IA—[ZDLT

annotation AA5E T . “Confirm”

nrome oxidase subunit [

RED

L FIvok. RORATIYTITEDD
L BEDH, "Next"N )y I FIBEIC
HYET,

T/ T—avFy I TRHENS
« BIGEIEV)VITEFEE A,

£ ‘hlm

Qualifier’
ation=5699..578(
; /product=large,

Confirmf&"Next" 7y CREEZRBENRTNET




BTREUYTHFRANIFAIDDT /T—a %

7D

@ E25IZERE LI=E ¥ Dtaxonomic divisionZ!) A+
MEBATEEWN, LA RSHEDGES (X, B
[Z ‘organelle’ MEENSEDEEIRL TSN,
source 74—Fv—E FIZERERIBEZ oA ) T747
(L. BIR &t taxonomic division [C&KYBLZYET,
W H]7%: taxonomic division AR DM LHEWMEE (X, ”
Plant/Fungi (eukaryotes other than animals)” ZZERL
TLIEELY, Plant/Fungi TIXFREDIA) T7A TN
ERATEEL =TT,

()% taxonomic divisions|Z DUV T
http://www.ddbj.nig.ac.jp/sub/locus-j.html#tdivision)

QT7/T—avESIRYIYTXRANI7AILEFES
T7v7O0—K9 315451 “other” Z8IRLET,

—k9 B2

@Taxonomic division

Bacteria (including both eubacteria & archaea)

NN

Please select one that matches to the annotation of thg’sequs

We have templates for some typical submissionsAs shown be
You can proceed with them if you wish.

Bacteria (including both eubacteria & archaea) v
protein-coding sequence (CDS), single CDS
protein-coding sequence (CDS), multi-CDS (until 3 CDSs)
intergenic spacer (IGS)
internal transcribed spacer (ITS)
ribosomal RNA for 165 rRNA

Environmental Sample

Human

Human organelle

Invertebrate

Invertebrate organelle

Mammal (other than primates & rodents)

Mammalian (other than primates & rodents) organelle
Phage

Plant/Fungi (eukaryotes other than animals)
Plant/Fungi (eukaryotes other than animals) organelle
Primate (other than human)

Primate (other than human) organelle

Rodent

Rodent organelle

Synthetic sequence

Virus

Vertebrate (other than mammals)

Vertebrate (other than mammals) organelle

ribosomal RNA, other

transfer RNA (tRNA)
non-coding RNA (ncRNA)

t be described any other feature keys (use of misc_feature)
® other )
‘Input annotatiorHUpIoad annotation ﬁle‘

#ER&. “Upload

annotation

file” Z91)vILET

COR=JIZEVNWTTUTIL—EZEEL
=154 . 7.Annotation TAALT-NAEIL

KONFET




DDBJ Nucleotide Sequence Submission
1. Contact person » 2, Hold date =» 3. Submitter » 4. Reference =» 5. Sequence » 6. Template

Submission ID: 5045715055d698dd9f001178  Entry counts: 2

File upload
|

[Upload & Conﬁn’nl Next

Site Policy | PI Data Bank of Japan

7. Annotation » 8. Finish

Last modified: August 31, 2012

"Upload & Confirm" &%
1)y LT annotation file
DFTVIEITVET,

annotation file Z§ELE T

41



Upload B BEZE annotation file [Z DLV T

v annotation file DHIZEALTIE. YU TN T /T—2a  I7AIR—U%TELFEELY,

v’ annotation file [IZI&, Z7/T—3 B D HEEH TS0,

v/ WGS. CON. AGP, EST. GSS. STS. HTG. HTC, TSA 774 )L Dupload[Z X &L TLVEH A,
NEDEFIZTONTIE, KEZFHZ AT L(MSS) T HFALTZELY,

v/ 1. Contact person. 2. Hold date. 3. Submitter. 4. Reference [ZE2E SN =R AEIL. COMMON
1E#R &L T upload 7= annotation file D FEEEICIMASNET ,

v/ COMMON hYannotation fileRIZER &SN TLV=1F & (. 1. Contact person. 2. Hold date. 3.
Submitter. 4. Reference IZEEE SN -NBRICEZTHMDOYET,

v TPA & E%XIZHLVTIL. PRIMARY_CONTIG % annotation file [2& ALY T &L, 5.
Sequence 10D Assembly Information D A NABA BERIIZEHEE N, annotation file D&
IURN)—IZHBAShET,

Link:

& Feature key DEE

& Qualifier key D EZE

@ Organism qualifier IZEEE T 2EM4

@ CDS feature [ITDLVT
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http://www.ddbj.nig.ac.jp/sub/mss/sample-j.html
http://www.ddbj.nig.ac.jp/sub/mss_flow-j.html
http://www.ddbj.nig.ac.jp/sub/ref5-j.html
http://www.ddbj.nig.ac.jp/sub/ref6-j.html
http://www.ddbj.nig.ac.jp/sub/ref8-j.html
http://www.ddbj.nig.ac.jp/sub/cds-j.html

Upload 9 %annotation file D5

COMMON SUBMITTER contact Hanako Mishima
ab_name Mishima,H.
ab_name Yamada,T.
ab_name Park,C.S.
ab_name Liu,G.Q.
—_ email mishima@ddbj.nig.ac.jp
— 0) Ii:llll-S éj\ (j: Z: g ~ phone 81-55-981-6853
annotation file IZ&ZE N TLY fox 81-55-981-6849
T"i%é (j: institute National Institute of Genetics
~ A department DNA Data Bank of Japan
1. Contact person country Japan
state Shizuoka
2. Hold date o —
3. Submitter street Yata 1111
zip 411-8540
4' Refe rence REFERENCE ab_name Mishima,H.
@Ajj Wg[:%%*ﬁb L)i ab_name Yamada,T.
ab_name Park,C.S.
j_ o ab_name Liu,G.Q.
title Aquaporin genes
year 2012
status Unpublished
— DATF hold date 20131130
ENTO1 source 1..2878 organism Homo sapiens
isolate FAO1
mol_type mRNA
tissue_type liver
. . = . CDS 217..1104 gene AQP9
BIO|OgIC8| featu re?ﬁ\ Eaﬁ product aquaporin 9

n=CoMmEE. 2FY. & ST
I\/ IN |J - 0) 7/7___:/3 polyA_site 2878

R ENTO02 source 1..1409 organism Shigella flexneri

‘ ~

> D% upload LTLT: srain w123

é \ mol_type genomic DNA

L CDS <1..1051 gene APQZ

product aquaporin Z
transl_table 11
codon_start 2
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annotation file M Upload & Confirmf

1. Contact person 2. Hold date

ErrorMEWNGS

DDBJ Nucleotide Sequence Submission

3. Submitter 4. Reference 5. Sequence 6. Template 7. Annotation 8. Finish

Edit Annotation is Confirmed. You can go to the Next step
Submission ID: 5062d65f55d69844ff000al4 Entry counts: 60

File upload
1: COMMONSUBMITTER contact Hanako Mishima
2: ab_name Mishima,H.
3: email  mishima@nig.ac.jp
4: url  http://www.ddbj.nig.ac.jp
5: phone  B81-55-981-6849
6: fax B1-55-981-6838
7: institute Mational Institute of Genetics
8: department DDBJ center, DDBJ
9: country Japan
10: state Shizucka
11: city Mishima
12: street 1111 Yata
13: zip 411-8540
14: REFERENCE title New submission tool
15: ab_name Kosuge,T.
16: status Unpublished
17: year 2012
18: DATE hold_date 20130326

T/T—arvDFvohiThnt-%&. BE FIZ7/T—3
VITFTAILDRIREINFET,

COMMON®M%E1E [&. 1.Contact person~4.Reference R— T
AALERBICEEBAONET

IS5—HEWNMEES X " Next"DN2 YD R[EEIZHYET,

Warningh\dh 315 & TH. "Next"H 2 )y o[ FEIZH YT T MY,

DEICIGCTBIEZIToTESLY,

Link:

COR—UTANEF-BRETAICETIVHFTIVY

Confirm"Next" ) vy CREEBETI FRENES | | 177 80 T-IDUMERFLTICL. 2975

B TET v —ILEZRERLT, BT AL
AATRETT .
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annotation file M Upload & Confirmf&
Error/Warningh &£ L =184
{&1E LT=annotation fileZEEL.  sson

1. "Up|Oad & Conﬁrm" %%u:g[’)ﬁbij—o nce 6. Template 7.\\An20tatio|1 8.F\|r1ish L
f Errorh < B E TIRYIELE T, Al Ao S oA

Fil — Efﬁ'éliﬁb)i'd'o
| (o8- | \ Warning®M L1588 THA A
Upload & Confirm| e DM <FEREDNRITHIE, "Next"&E D
Level \—Mess:ge/ IJ‘yOLT(TiéL\O

Line: 24 error Invalid value [35.13 N 138.91 R] for [lat_lon] gualifier, it must be modified following [d[d.dddd] N|S d[dd.dddd] W|E]. (7]

Line: 29 error Invalid value [Japan-Shizuoka] for [country] qualifier, it must be modified following [http://www.ddbj.nig.ac.jp/sub/refa-e.html#country .

1: COMMONSUBMITTER contact Takehide Kosuge
ﬁ 2: ab_name Kosuge,T.

3: ab_name Kosugi, T.

- i g — LS —
LineBE D41y TErrorat & |2 Error/Warning AN R RSN

'?i-'::)’vr/jobi-d_o :gstltuteofGe ij_o

center, DDBT

: country Japan
10: state Shizuoka
11: city Mishima
12 street 1111 Yata =3 O OSAY
13: zip 305-0856 Errormnﬁ,ﬂﬂ/\ /75\
14:  REFERENCE title New submission tool Fﬁ%ij—
15: ab_name Kosuge,T. Ei o
16: ab_name Mishima, L.
17: status  Unpublished
18: year 2012
19: DATE hold_date 20130314
20: ENTO1 source 1..1472 organism Bacillus sp. HM1
21: mol_type genomic DNA
22: strain HM1 . .
23: country Japan: Shizuoka EE-Fli:ﬂ;'\DDBjﬁfiﬁzita)annota'uon

24: lat_lon  35.13 N 138.91R . S —

25: rRNA <1..>1472 product 16 ribosomal RNA fl Ieb\ﬁ 7]‘3*1:35_;_ o

26: ENT02 source 1..1313 organism Bacillus sp. HM2 _— —

27: mol_type genomic DNA 17_;@%(3:5%@—6%7]:3*1:35#0

28: strain HM2
29: country Japan-Shizuoka
30: lat_lon 35.13N138.91E

31: rRNA <1..>1313  product 165 ribosc

COR—CTANZRE-BREATAIZIEITSOFTIVIT—0T M R—D
DURLZRELTLEEEW, TS50 —2FAL&TETvIY—YLI-URLEH
WT. BT AIENTRETT .




Confirmf&"Next"V) v CRERBEERMNR RINET

ntact person

Submission ID: 5062d65f55069844ff000a14  Entr

ion Files

NETIZAALTE

« Download Fasta File
* Download Ann File
« Download Transaction File

Contact person

WHEIZEL . COMEICEMERE

BHICEEHTEET,

DDBJ Nucleotide Sequence Submission

2. Hold date 3. Submitter » 4. Reference

ry counts: 60

Submit to DDBJ

T—- m ?é_\: %7_— * X I~ 7 7 4 Email tkosuge@nig.ac. jp
= — Hanako Mishima
LTHETRTT. -
Fax 55-981-6838
Phone 6849
Phone extension
Institution N I Institute of G
Department. DDBJ center, DDBJ
Zip code 11
State (Prefecture) Shizuok
city Mishim:
Address (Street) 1
Publication
Hold date
Submitters
Name Mishima, H.
Email tkosuge@nig.ac.jp
References
Status Unpublished
vear
Reference Title New submission too
Name Kosuge,T.
Submission information

Submit to DDBJ

5. Sequence

6. Template 7. Annotation 8. Finish

RN TNIX, EBE5HD
Submit to DDBJ 91wy LET,
8. FinishEI@EIZFBEILE T,

dified: Septemt

Link:

annotation A 712 "Confirm"&2") v OLTCFIvI%{TD

Template TotherZZIRLI=FED A AHl: ConfirmZE4) w4

annotation file @ Upload & Confirm#% ErrorMNELGE

COR—UTANEFFE-BRTBIZIF TSV TIvIY—oF
B R—DDURLFRELTLESW, o509 —%FL=%TE
Twow—9L1=URLZAWNT., BT AZEMNTRETT,
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8. Finish CHR—SD URLET Y

Y=L TLEZEY, — EHAM
BIEARIEETT

1. Contact person 2. Hold date

Submission completed!

The nucleotide data are now transferred to DDBJ.

You will soon have a confirmation email from sakura-admin@ddbj.nig.ac.jp.

If you do not receive any response from DDBJ in 5
sakura-admin@ddbj.nig.ac.jp and let us know the

You can download the submission files from the lin

-

Download fasta File
Download Ann File

-

3. Submitter

DDBJ Nucleotide Sequence Submission

8. Finish

[HELP]

4. Reference 5. Sequence 6. Template 7. Annotation

DDBJIZ&EEZ D7 A LD EE XS ELT =,
COEENENIEEIETET T,
BRI, BERFTETDA— LB ENEE
SNFEY,

working days, please send an email to

browser's URL of this submission

AHLE=RBREDDBIZHFRKX T Y
O—FTEEIT DT, I7MILDREE

Download Transaction File

Thank you.
DDBJ
sakura-admin@ddbj.nig.ac.jp

Cite balimy | pes ank ~fla

fToTLZEL, B|LET77A L HDDBI
PY—N—ICBEERESNFEFT DT, =
NEDT74ILEDDBIZHEY V=1L
MHEITTVEEAS

Last modified : september 12, 2012

- AORATLIZBEWTRIEMAEL
BEIE. CCDA—ILT7RLR%E
TITEHKEFITOTLIESLY,

Link:
Confirmf&"Next"2!) w9 TRt

FRAENET]

ARTSNET
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BRSE T A—ILAEESINFET

From: sakura-admin@ddbj.nig.ac.jp
Subject: DDBJ: Web submission completed

Contact person : mishima@nig. ac. jp
Hanako Mishima
National Institute of Genetics
DDBJ center, DDBJ
1111 Yata
Mishima, Shizuoka, 411-8540
Japan

Thank you very much for choosing DDBJ for data submission

We have received your data. We will soon check and annotate them on the basis of
the manual and rules common to the DDBJ, EMBL-Bank, and GenBank

If you do not hear from DDBJ after 5 working days after receiving this notice,
please contact us at the following address indicating your Entry Name

Email address: sakura—admin@ddbj.nig. ac. jp
Sincerely,

DNA Data Bank of Japan

DDBJ Center

National Institute of Genetics

Research Organization of Information
and Systems

Mishima, Shizuoka 411-8540, Japan

fax: +81-55-981-6849

[Ho|d-date]
2013-03-29

[Entry ID]
5065382¢55d69849870005fe. entry01
5065382e55d69849870005fe. entry02

Link:
8. Finish




A F1(ZBE 9 %ER A



QualifierMWETAAZT D) VD

organism

ENTO1
Copy

ENTO2
Copy

ENTO3
Copy

ENTO4
Cop

ENTOS
Copy

ENTO6
Copy

ENTO7

— 1) Lt=qualifierlZH LT
EIMN)—IZLTORE
ME[EETT,

%’Try NCBI tax search]

Scientific name: Bacillus sp. HM1

Category:

Scientific name:

Category:

scientificy Copy 2V )y T. TDIU+

Ca J—LRRICRICEMNIE —
nEJ,

Scientific 7‘—:7‘-:*"“\ 1¢§&7ﬁ§§b\i§-é‘bPC
Category: | DIRIFICKYEFREIA DA D15
ENBHYFT

Scientific

Category:

Scientific name:

Category:

m

-

[Try NCBI tax search]

-

’Try NCBI tax search]

 imE®"Save"EV )y ILET
[ery |

- -

Link:
7.Annotation

Template CotherZERLIZ[EDT7/T—3a A B

Template TotherZEIRLI=FFD A AH Sta R 74 /L Dannotation

‘Cancel: Save
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Edit Column
FEXRRIY T EAD—$EpasteH AT BE

RODINCEIZ, FEANBDR
EATRETT .
source - strain x
e Z/
ENTOZ HM2
ENTO3 HM3
ENTO4 HN4
ENTO5 HM5
ENTO6 :g
ENTO7
ENTOS :g
ENTO9
ENTI0 T N :
COTFAIVTIZ. ERANT DD, Cancel Save
IOERILOTERANITAREE D Beopy ]

& pasteL TLF=&0Y,
IR)—DRUYIZIFRITERANET, wWER"Save" &=V LET

Link:

7.Annotation

Template TotherZEIRL-BDT7/T—3av AR

Template CotherZFERLI-FED A Bl St RYTF 4/ LDannotation




EILDETILI)YY
Template: otheriE R BFqualifiera 1) w9

ENTO1 - source - strain o
|/\_
TILDF T ILY) v (Template: otheriE R FF Cancel Save
[qualifier®2') v ) TAABBENET , A y
AIARIIRHLTRHELGZEEZA DL T _
A wER" "Save" &)V ILET

Link:

7.Annotation

Template CotherZFERLI-[EDT7/T—av AR

Template CotherZEIRL-ED AL St RUTF %4 /L Dannotation




organism name Z A 19 2I1Z[&

“Edit” 0w ILET
CCICERAZANLEY . FRTHA
TLTULVEFE T &GenBank taxonomy

databaseMBLDIEH M TR RINDSD N

TREIR% . OKETYwILET, \

—Sourcs
/orga%\ Enter a scientific name and click "OK":

[Mus musculug JOK

Mus musculus
Mus musculus albula

. 2 see help)
Mus musculus wagneri

¢ Mus musculus musculus
i
Mus musculus homourus

genetic code

/mol_type Mus musculus isatissus

Mus musculus domesticus
/collected by
@8lpe.g. Dan Janzen

/collection_date fi|
Helpe.q.
1952-10-21
1952-10
1952
1952-10-21T11:43Z
1952-10-21T117
1952/1953

lecular isolation,

Mus musculus castaneus (1-6,9-14, 16, 21 - 25)

Cancel

Save
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taxonomy database [Z7%&LY organism & A 119 BIZ1&

entry1

A B1LT=-organism namehiGenBank taxonomy
database [Z%ELME S OK 1) w91 " Category:”
BIRELRREINZET , Category DY ARHVS

—source:

B NBZEERRE. lineagetOvalid
publication 72 E DEHRE A AL TSN,

Link: http://www.ddbj.nig.ac.jp/sub/ref8-j.html#deasy

Organism nameh'GenBank taxonomy database
(ZHBHEZIEgenetic code NBEEA SN FE
T BWNEEICEFITANTIMNEND
YEY,

Genetic code[Z [ B

(f51 1 for universal. 11 for Bacteria. 2 for

/organism Scientific name:
> Pseudomonas sp. SP100
Try NCBI tax search

Category:

The name is valid but not registered in taxonomy database v \0

Taxonomic

Valid publi
PMID

Sampling,

/mol_type
/collected_by

vertebrate mitochondrion. 5 for invertebrate

mitochondrion)Z A 1L TSZ&LY,

The name is valid but not registered in taxonomy database

Species is not identified

Pathogenic virus

Valid subspecies or variety not registered in taxonomy database
Proposing the name for the novel species

Obtained by direct molecular isolation from environmental sample
Artificially constructed or synthesized sequence

4

@elBPlease describe the organism name that begins with "uncultured"
(e.g. uncultured Acetobacter sp., uncultured alpha proteobacterium, please see help)
when the sequence was obtained from environmental sample by direct molecular isolation,

DGGE, and so on.

such as PCR,
N For further information, please see the explanation page.
genetic code @ 11 e.g. 11 Enter an integer (1 -6, 9 - 14, 16, 21 - 25)

@8lpe.g. Dan Janzen

Cancel

Save
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Category: The name is valid but not registered in taxonomy database
taxonomy database [ZERZF RN FRMNEILLTLNDIEE

Example
Jorganism Scientific name:
Eophileurus japonicus
Try NCBI tax search
Category: |The name is valid but not registered in taxonomy database v| @
: — o Taxonomic lineage (mandatory)g:
Valid publication Z AZILEY (&7R) Insecta; Dicondylia; Pterygota: Neoptera; . . )
Endopterygota: Coleoptera: Polyphaga: Taxonomic lineagex A 1L TLFZELY, Lineage
PMID Scarabaeiformia: Scarahaeoidea: [ZDULNTIE NCBI tax search ZF|FHL TR ET=E
PubMed IDTA AT BEEZIX. URMSPMID | Scarabaeidae. Dynastinae. Eophileurus F9(HE)
ZERL. PubMed ID ZTF ARV RIZA S
LEd valid publication (mandatory)&:
oI PMID e
1234567890

Digital object identifier (DOI) TAHT BEEIZIE.
JARHHDOIZEERL., DOIDEFESETFRE
RYIRIZAALET

Accession number : : - , . .
BEIZF CorganismB ED 15 EEF & 257 sampling, Sequencing process, and/or Identification of organism (optional)@:

f=CERBNIE., ) AR B Accession numberZ

%_?:\_'C‘{L,L\Tbt‘y*‘/a‘/%%‘é?ﬁ\‘)@}(lzéﬂﬁl,'C Organism|ZB 9 SBMIEHREASLT
- {FZEW (IFE)
nolD — J

Ak - X IZPMIDE = IXDOINELNET= X B
HIBE . JAMTnolD & RFAAMMIL,. EESA.

. BH R—U, Sr—FLEEANLTLSE Link: o |
X0 http://www.ddbj.nig.ac.jp/sub/ref8-j.html#tdeasy 55




Category: Species is not identified

ERIEARGEEEE

Jorganism

Scientific name:

Pseudomonas sp. DDE]

Try NCBI tax search

Category: |Species is not identified v @
Taxonomic lineage {optiﬂnal}e:

Bacteria: Proteobacteria:
Gammaproteobacteria; Pseudomonadales:
Pseudomonadaceae: Pseudomonas

Taxonomic lineagex A 1L TLFZ&LY, Lineage
[ZDULVTIE NCBI tax search ZFIFHL TR ETE

FI(EE)

Link:
http://www.ddbj.nig.ac.jp/sub/ref8-j.htmlttdeasy
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Category: Pathogenic virus

TRIREDAILR

Jorganism

Scientific name:

Influenza A virus (A/duck/Thailand/dj10000/2013(H1N3))
Try NCBI tax search

Category: |Pathogenic virus
Taxonomic lineage {optiﬂnal}ﬁ:

Viruses. ssRNA viruses. ssRBNA negative-
strand viruses; Orthomyxoviridae. — N :
Influenzavirus A; Influenza A virus; | Taxonomiclineagezw AL TLZELY, Lineage

[ZDULVTIL NCBI tax search ZF|FAL TR ETE

v @

FY(ER)

Link:
http://www.ddbj.nig.ac.jp/sub/ref8-j.html#tdeasy
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Category: Valid subspecies or variety not registered in taxonomy database

=RETEEHEHT S5

Jorganism

Valid publication # A ALE Y (WA7H)

PMID
PubMed IDTA AT BEIZIX. VU ARMSPMID
%ERL . PubMed ID ZTF RFRYIRIZAA
LEYT

DOI

Digital object identifier (DOI) TAHT BEEIZIE.

JRAMEDOIZERL ., DOIDE S EZTF XL
YO RIZAHALET

Accession number

B E(IZR CorganismE K DI R ARSI = ZFRL

f=2ERBNIL. ) RARH B Accession numberd

%#Ji_‘é{b?’]t‘yba‘/%%éﬂ'{‘y’ﬁ(lﬁﬂﬁbf
=i A

nolD

Ak - X IZPMIDE = IXDOINELNET= X B
HIBE . JAMTnolD & RFAAMMIL,. EESA.

FE EBRY R Ov—FILEBEAALTLE
A

Scientific name:

Eophileurus chinensis shizuokaensis

Try NCBI tax search

Category: Valid subspecies or variety not registered in taxonomy database « e
Taxonomic lineage {mandatuw)g:

Insecta; Dicondylia; Pterygota:. Neoptera:
Endopterygota: Coleoptera. Polyphaga:
Scarabaeiformia; Scarabaeoidea;

Scarabaeidae; Dynastinae: Eophileurus

FI(A)
valid publication (mandatory)@:
PMID W
1234567390

Sampling, Sequencing process, and/or Identification of organism (Dptional)o:

BERICEY EMEREANLTHK
S (EE)

Link:
http://www.ddbj.nig.ac.jp/sub/ref8-j.html#tdeasy

Taxonomic lineageZ A AL TLFZELY, Lineage
[2DLVTIX NCBI tax search #F#|FIL TIRER TS
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Category: Proposing the name for the novel species

IRIBERPOHIE

Jorganism

Scientific name:
= HIEIRIBDIEE . /organismIZIZ{RD B FH
Pseudomonas sp. ddbj100 | £ AHLEY, HiBHvalidl<HHETOH
oK WE REHTERLETS,

Try MNCBI tax search

Category: Proposing the name for the novel species v @
Proposed name for the novel species (ma ndatnw}@:

Pseudomonas mishimaensis
X TIRIBFEDFHFE4A (proposed name)
Z AAL TS (A %E)

Taxonomic lineage (mandatow]@:

Bacteria: Proteobacteria:
Gammaprotechacteria: Pseudomonadales:
Pseudomonadaceae: Pseudomonas

Taxonomic lineagex A AL TFZELY, Lineage
[ZDLVTIE NCBI tax search ZF| AL THRETE
EXAOZY )

Sampling, Sequencing process, and/or Identification of organism {Dptional}@:
Pseudomonas mishimaensis sp. nov.
We are planning the new name by our_naner
HIELLTIRIBT 5287 E . organismIZBi T 5
EBMEHREA AL TS (EE)

Link:

http://www.ddbj.nig.ac.jp/sub/ref8-j.html#deasy
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Category: Obtained by direct molecular isolation from environmental sample

REYTIL

Jorganism

Scientific name:
uncultured active sludge bacterium
OK

Try NCBI tax search

Category: Obtained by direct molecular isolation from environmental sample » e

Taxonomic lineage {mandatnw]ﬂ:

Bacteria. Firmicutes: Bacilli: Taxonomic lineageZ& A AL TFZELY, Lineage

Bacillales: Bacillaceae: Bacillus. | [ZDULVTIX NCBItaxsearch #F| AL TIRE TS
FY(A)

Sampling, Sequencing process, and/or Identification of organism {Dpticnal}@:

DNA extracted from active sludge samples.

HSUTIVICEATHEHRZEAALT
{EEW (1EE)

Link:
http://www.ddbj.nig.ac.jp/sub/ref8-j.html#deasy
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Category: Artificially constructed or synthesized sequence

ATHICBEL=ESI

Jorganism

Scientific name:

Cloning vector pDDBJ
Try NCBI tax search

Category: Artificially constructed or synthesized sequence v @
Expected usage and/or how the nuclectide sequence was constructed {Dptional}ﬂ:

A new pUC-derived cloning vector A REFIDEHEA AL TLEN ()
& H z =

Link:
http://www.ddbj.nig.ac.jp/sub/ref8-j.html#deasy
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Error/WarningsRBHR—IAMD) (2D T

Error/WarningDERBR X LA T DURL T E WV =FZIHET
http://www.ddbj.nig.ac.jp/sub/validator-j.html

COSDT7Z/EEFNERICEET 5T 5 —ERBAIX LA T DURLM L ZELTFZE0Y,
http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC

lstTOD'J/%B-_ BRf=30
Feature key D FE &
e Qualifier key D F &
 Organism qualifier IZ52E 9 2444
e CDS feature [SDLVT
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http://www.ddbj.nig.ac.jp/sub/validator-j.html
http://www.ddbj.nig.ac.jp/sub/validator-j.html
http://www.ddbj.nig.ac.jp/sub/ref5-j.html
http://www.ddbj.nig.ac.jp/sub/ref6-j.html
http://www.ddbj.nig.ac.jp/sub/ref8-j.html
http://www.ddbj.nig.ac.jp/sub/cds-j.html

CDSTA—Fv—IZ BT AERIT—ELRBAR— D) Y

HERIS—ORABICKY. VU VEDREHRARTICE

Message

[WARNING] 'codon_start' qualifier should be selected. The value is automatically set 1.
[WARNING] 'transl_table' qualifier should be selected. The value is automatically set 1.
[WARNING] Amino acid of 'transl_except' qualifier [#Value] is not [Met].

[ERROR] Untranslatable codon [#Codon] is found in the sequence range.

[ERROR] First codon [#Codon] is not a start codon.

[ERROR] Final codon [#Codon] is not a stop codon.

[ERROR] Stop codon '*'is found in the range.

[ERROR] Description of Location [#location of CDS feature] is illegal.

[ERROR] 'codon_start' qualifier is duplicated. The value is automatically set 1.

[ERROR] 'codon_start' qualifier has invalid value [#Value].

[ERROR] 'transl_table' qualifier is duplicated. The value is automatically set 1.

[ERROR] 'transl_table' qualifier has invalid value [#Value].

[ERROR] Amino acid abbreviation [#abbreviation] in 'transl_except' qualifier is illegal.
[ERROR] 'transl_except' qualifier has invalid value [#Value].

[ERROR] Location of 'transl_except' qualifier [#Value] is overlapped.

[ERROR] Location of 'transl_except' qualifier [#Value] is invalid.

[ERROR] Base range of 'transl_except' qualifier [#Value] is mismatched in reading frame.
[ERROR] Amino acid of 'transl_except' qualifier [#Value] is not changed from conceptual translation.
[ERROR] Amino acid of 'transl_except' qualifier [#Value] is not [TERM].

[ERROR] Stop codon is specified by 'trans|_except' qualifier [#Value] in mid of CDS location.
[ERROR] Entry [#Entry name] is NOT found in sequence entries.

[FATAL] Proper 'Codon Table' is not found in 'src' folder.

[FATAL] Proper 'Amino Table' is not found in 'src' folder.

[FATAL] Unable to execute Translation.

DEEEL T ZE

Link
http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC22

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC23

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC24

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC18

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC19

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC20

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC21

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC04

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC05

http://www.ddbj.nig.ac.jp/sub/validator-j.htm|#TC06

http://www.ddbj.nig.ac.jp/sub/validator-j.htm|#TC07

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC08

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC09

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC10

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC11

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC12

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC13

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC14

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC15

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC16

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC17

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC01

http://www.ddbj.nig.ac.jp/sub/validator-j.htm|#TC02

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TCO3
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“Confirm”o1)wH1k: ITS5—&EL

DDBJ Nucleotide Sequence Submission

1. Contact person » 2. Hold date =» 3. Submitter » 4. Reference » 5. Sequence » 6. Template » 7. Annotation » 8. Finish [HELP]
Edit Annotation is Confirmed. You can go to the Next step NeXt 75§7 U “J7E_|'ﬁbf“$)%) m
Submission ID: 5052eaeb55d6981a1500155b  Entry counts: 10 =
> —
— BHRRTSNET,
length(bp) - nism @ jmnl.‘t“wo -] ; Srreite
_» |[Edit Column] _» |Edit Column] _ |Edit Column] _~ [Edit Column] _~ |Edit Column]

ENTO1 £aie 1472 Bacillus sp. HM1 genomic DNA HM1 <1.=1472 165 ribosomal RNA

ENTO2 £aie 1313 Bacillus sp. HM2 genomic DNA HM2 <1.>=1313 165 ribosomal RNA

ENTO3 Edie 585 Bacillus sp. HM3 genomic DNA HM3 <].=585 165 ribosomal RNA

ENTO04 £aie 585 Bacillus sp. HM4 genomic DNA HM4 <].=585 165 ribosomal RNA

ENTOS £die 1466 Bacillus sp. HM3 genomic DNA HMS5 <1.=1466 168 ribosomal RNA

ENTO6 £aie 1477 Bacillus sp. HMé genomic DNA HM6 <1.=1477 165 ribosomal RNA

ENTO7 edit 5835 Bacillus sp. HM7 genomic DNA HM7 <1.>585 165 ribosomal RNA

EE-F-EI‘B [:DDBJ%%%H-ZE&O) <. HM& gzenomic DNA HMS <1.-1483 168 ribasomal RNA

—_ 9 -~ N — sp. HM9 genomic DNA HM9 <1.>585 165 ribosomal RNA
T/ T—a I7AILARR : : :
é*l:i-g- sp. HM 10 genomic DNA HM1D <1585 168 ribosomal RNA

o

SUBMITTER contact Takehide Kosuge
ab_name Kosuge,T.

ab_name Aocsuge, T. ?I“Jb?ﬁs ;k@xj__‘yj":ﬁ

Link: HBBEEE. Nexth ) w1]
annotation A 712 "Confirm"&2) v L TCFIvI%1TD ﬁbl‘i;j:jid'
Template CotherZ R L1=FE D A 215l: Confirm&E2') v e °

Confirmf&"Next"7 v CxRERBENRTINET




— BE ST /T Ay ANERO FICRRENET

Line: 24 error Invalid value [35.13 N 138.91 R] for [lat_lon] qualifier, it must be modified following [d[d.dddd] N|S d[dd.dddd] W|E]. [ 2]
Line: 29 error Invalid value [Japan-Shizuoka] for [country] gualifier, it must be maodified following [http://www.ddbj.nig.ac.jp/sub/refé-e.htmi#country ]. @
OMMONSUBMITTER

Level

ab_name Kosuge,T.

LineFEE DY) YU TITo—xF
RITIZOwTLET,

contact Takehide Kosug

ac.jp
1234

tute of Genetics

a8: department  DDBJ center, DDBJ
9: country Japan

10: state Shizuoka

11: city Mishima

12: street 1111 Yata

13: zip 305-0856

14: REFERENCE title New submission tool
15: ab_name Kosuge,T.

16: ab_name Mishima,l.

17: status Unpublished

18: year 2012

19: DATE hold_date 20130314
20: ENTO1 source  1..1472 organism Bacillus sp. HM
21: mol_type genomic DNA

22: strain HM1

23: country Japan: Shizuoka

24 lat_lon 35.13 N 138.91R

25: rRNA

26: ENT02 source

27: mol_type genomic DNA

28: strain HM2

29: country Japan-Shizuoka

30: lat_lon 35.13 N 138.91E

31: rRNA

Message

IS—ABNRTINET,

IS—ORBEADULIR—T
HEEET

EIm FERIZDDBIZ KX DT /T—3a>T7A( )L
NRIRSINFET,
IZ—RRIIFBETRERINET,

<1..>1472 product 165 ribosomal RN ﬂ%IE’&ﬁ"Bi%é’[i@ﬁ%xan_)[/T‘yj’Lﬂ

1..1313 organism Bacillus sp. HM2

annotation A AfEEBIZEWLNTIS—AREL-T Uk
J—DIEIEZITHo>TLIZELY,

<1..>1313  product 165 ribosomal RN Ia—ﬂ%IEfﬁ\ ﬁfi"Confirm"ET)“J7L'C<7":°‘¢‘<L\o

Link:

annotation A 1% "Confirm"%&42") vy L TFIvI%1TD

Template CotherZZRLI=FED A AAH: ConfirmZF2')v9
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“Confirm”2')wo1&: ZEHLIMNRITEDHDES

DDBJ Nucleotide Sequence Submission
1. Contact person » 2. Hold date =» 3. Submitter = 4. Reference =» 5. Sequence » 6. Template = 7. Annotation =» B. Finish [HELP]
Edit Annotation is Confirmed. You can go to the Next ste N1 w [g5E »~%
Submission ID: 5052eaeb55d6981a1500155b  Ei tg ts: 10 P NeXt 75\7 J‘Ja = ﬁb-t é W
ubmission 1D: eae a ntry counts:
’ r— BHARTEINZE
Select é 7.R o
snurce0| |
r
Dther
— Jorganism ) /mol_type @) Istrain @) Location /product @) information
ength(by) _ [Edit Column]  [Edit Column] ~ [Edit Column] [Edit Column] _, [Edit Column]
ENTO1 Eaie 1472 Bacillus sp. HM 1 genomic DNA HM1 <1.>1472 165 ribosomal RNA
ENTO2 gait 1313 Bacillus sp. HM2 genomic DNA HM2 <1.>1313 168 ribosomal RNA
ENTO03 Edit 585 Bacillus sp. HM3 genomic DNA HM3 <1.>585 168 ribosomal RNA
ENT04 £ait 585 Bacillus sp. HM4 genomic DNA HM4 <1.>585 165 ribosomal RNA
ENTOS Edit 1466 Bacillus sp. HM3 genomic DNA HM3S <1.=1466 168 ribosomal RNA
ENT06 Eait 1477 Bacillus sp. HM6 genomic DNA HM6 <=1.=1477 168 ribosomal RNA
ENTOT Eait 585 Bacillus sp. HM7 genomic DNA HMT <1.>585 165 ribosomal RNA
— . . Bacillus sp. HMR genomic DNA HME <l.>1483 168 ribosomal RNA
ZDFITIE. submitter® % Bl
—_ . b“ = *L Bacillus sp. HM9 genomic DNA HM9 <=].=585 168 ribosomal RNA
[ZB89 Bwarningh R RS
-C L \i-g— Bacillus sp. HM 10 genomic DNA HM 10 =].=585 168 ribosomal RNA
o

warningb‘%of:&“JXGDXT‘yj’IZJE
HBIEEIEL. Next V) v AT HEIZ/EY
Level Message
Line: 3 warning The value format of [ ab_name ] [Kosugi, T.T.T.] is possibly wrong. @ i-d- o
1: COMMONSUBMITTER contact Takehide Kosuge Warninghﬁff{,\ Ajj Wg':ﬁ:ﬁ%ﬁbﬁ
a b name Komgi 11T It ENextEI) v ILET,

3
4: email tkosuge@nig.ac.jp
5 phone  81-555-112-1234

Link:

annotation A A& "Confirm"& 2 ) v L TFvI%E{TD
Template CotherZE R LI-FED A 735l: Confirm&E2')vo
Confirmf& "Next" 7w ClEERBEmNRTINET




“Confirm”2')w9t#&: Io>—MhHHEE

7. Annotation » 8. Finish

Select
@ e

[product )
- |[Edit Column]

168 ribosomal RNA
168 ribosomal RNA
168 ribosomal RNA
168 ribosomal RNA
165 nbosomal RNA
168 ribosomal RNA
168 ribosomal RNA
165 nbosomal RNA
168 ribosomal RNA

165 nbosomal RNA

[HELP]

Other
information

IS—TCHENHDBEEIL.
Next DNy IAJBEICHEYEE A,

DDBJ Nuclectide Sequence Submission
1. Contact person  » 2. Hold date 3. Submitter » 4. Reference 5. Sequence » 6. Template
Submission ID: 5052eaeb55d6981a1500155b  Entry counts: 10
Select
snur{‘ee |-\- I -’
- - forganism @) fmol_type @ Istrain @) MNat_lon @) Location
t . ; . : .
ength(bp) _ [Edit Column] - [Edit Column] » [Edit Column]  [Edit Column]  _, [Edit Column]
ENTO1 Eait 1472 Bacillus sp. HM 1 genomic DNA HM1 3513N 13891 R <1.>1472
ENTO2 Eait 1313 Bacillus sp. HM2 genomic DNA HM2 3513N13891E <1.>1313
ENTO3 Edit 585 Bacillus sp. HM3 genomic DNA HM3 3513N13891E <1.>585
ENTO04 Eait 585 Bacillus sp. HM4 genomic DNA HM4 3513N13891E <1.>585
ENTOS Eait 1466 Bacillus sp. HM3 genomic DNA HM35 J503N 13891 E <1.=1466
ENTO6 Eait 1477 Bacillus sp. HM6 genomic DNA HM& 513N 13891E <1.>1477
ENTOT Eait 585 Bacillus sp. HMT genomic DNA HM7 3513N13891E <1.>585
ENTOS Eqit 1483 Bacillus sp. HM& genomic DNA HME 3513N13891E <1.~1483
ENTO09 Eait ic DNA HM9 3513N13891E <1.>585
ENT10 Eait = N —_ e DNA HM10 J503N 13891 E <1.>585
IZ5—hARTINFT, ™ BEND
Confirm| Ne
Level Message
Line: 23 error Invalid value [35.13 N 138.91 R] for [lat_lon] qualifier, it must be modified following [d[d.dddd]
1: COMMONSUBMITTER contact Takehide Kosuge

Link:

EntryRIZTIS—AHDI5E

SubmitterRIZTS—A'HDEHE

ReferenceRICTS5—hHDIHGE

annotation A 1% "Confirm"Z&4) vy L TFIvIE{TS

Template TotherZiEIRL1=FE D A AH: ConfirmZE2') w4
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Entry RICZS5—M0HHI5E DIEIEH!

Level Message
Line: 24 error Invalid value [35.13 N 138.91 R] for [lat_lon] qualifier, it must be modified following [d[d.dddd] N|S d[dd.dddd] W|E]. (7]
Line: 29 error Invalid value [Japan-Shizuoka] for [country] qualifier, it must be modified following [http://www.ddbj.nig.ac.jp/sub/refe-e.htmi#country . @
1: COMMONSUBMITTER contact Takehide Kosuge
2: ab_name Kosuge,T.
3 ab_name Kosugi, T.
4 email tkosuge@nig.ac.jp
5: phone  B1-555-112-1234
6: fax 81-55-981-6838
7 institute National Institute of Genetics
2: depa:tmer;t DDBJ center;, DDBJ —OPFITIE, T2M)—4% ENTO1ODD
H country Japan
10: state Shizuoka |at_|0n %ﬂ%IE l/i.d—
11: city Mishima
12: street 1111 Yata
13: zip 305-0856
14: REFERENCE title New submission tool
15: ab_name Kosuge,T.
16: ab_name Mishima,l.
17: status Unpublished
18: year 2012
19: DATE hold_date 20130314
20: ENTO1 source 1..1472 organism Bacillus sp.
21: maol_type genomic DNA
22: strain HM1
23: country Japan: Shizuoka
24 lat_lon 35.13 N 138.91 R

25: RMNA <1..>1472 product 165 ribosomal RNA
26: ENT02 source 1..1313 organism Bacillus sp. HM2
27: maol_type genomic DNA

28: strain HM2

Link:

annotation A & "Confirm"& 2 ) v L TFIvI%1TS
Template TotherZERLI=[EFD A H35l: ConfirmZEx D)y
“Confirm” )91 . I5—LH5BEE




BE@EmEAoO—)IL7vIL. 7/T—3>
ANBEEIZHBITEIS—REEILES T
 comtaceperon - | WUV ILTBZEIELE T

Submission ID: 5052eaeb55d6981a1500155b  Entry counts: 10

length(bp)
ENTO1 Eait 1472
ENTO2 Eait 1313
ENTO3 Eqit 585
ENTO04 Eait 383
ENTOS Eqit 1466
ENTO6 Eait 1477
ENTOT7 Eait 385
ENTOS Eqit 1483
ENTO0Y Eait 383
ENT10 Eqit 585

Level

Line: 23 error Invalid value [35.13 N 138.91 R] for [lat_lon] qualifier, it must be modified following [d[d.dddd] N|S d[dd.dddd] W|E].

1: COMMONSUBMITTER

fnrgnnismo
_ [Edit Column]

Bacillus sp.
Bacillus sp.
Bacillus sp.
Bacillus sp.
Bacillus sp.
Bacillus sp.
Bacillus sp.
Bacillus sp.
Bacillus sp.

Bacillus sp.

HM 1

HM2

HM3

HM4

HM 3

HM6

HMT

HME&

HM9

HM 10

el %
source @) |S|Io||:| ]

fmnl_t‘vpe@ J’strnino
_» |[Edit Column] _» |[Edit Column]

genomic DNA
genomic DNA
genomic DNA
genomic DNA
genomic DNA
genomic DNA
genomic DNA
genomic DNA
genomic DNA

genomic DNA

contact Takehide Kosuge

HM 1 <1.=1472
HM2 3513N 13891 E <1.>1313
HM3 513N 138091 E =1.=585
HM4 513N 138091 E =1.=585
HM3 3513N 13891 E =1.=1466
HM6 3513N 13891 E <1.=1477
HM7T 3513N 13891 E <1.=585
HME 3513N 138091 E =1.=1483
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