DDBJ Nucleotide Sequence
Submission System



Outline of t

ne submission

Open http://ddbj.nig.ac.jp/submission/

and click "Create new submission"

Nucleotide sequce data submission

Reference » 5.Sequence » 6. Templat 7. Annotation 8. Finish

2.Holddate » 3.Submitter

1. Contact person

B mishima@nig.ac.jp DDBINSOMEDRIHT SEOERBADRFA—AT KLREANL T AL
Disclose on DDB) flat fle. Please enter an e-mail address of contact person, who can make contact with DDB)
e P full name TAHLTERL) e.g. Hanako Mishima
anako Mishima
Please enter your full name e.g. Kim Cheol Soo, Wang Yi Qin, Wang Yi-Qin
Country Japan =
Country THEEKTS, Fax, BEMBEANLT R
= 81- 55-981-649 MRS AN TERENET
x
Disclose on DDB) flat file. Please select your country, and then, enter your fax/phone number
Counry code is automaticall selected
Fadr I TR NBAEF Ty JENA T EEW
Please check , if you do not have any fax machine.
81~ 55-981-6H53 Ext. (P918) ( )
Phone .
Disclose on DDB) flat file.
Institution  National Institute of Genetics e.g. National Institute of Genetics
Department  DNA Data Bank of Japan e.g. Genome Informatics faboratory
URL hittp://www.ddb).nig.ac.jp e.g. http://charies. genes.nig.ac.p/
Zip code 4118540 e.g. 411-8540
State (Prefecture) Shizuoka e.g. Shizuoka
city Mishima e.g. Mishima
Address (Street) 1111 Yata e.g. 1111 vata
Next
An email will be sent to your email address when you click Next

1. Enter “Contact person”

activate your submission

Nucleotide sequence data submission

1 Contactperson » 2.Holddate » 3. Submitter » 4. Reference » 5.Sequence » 6.Template » 7.Annotation » 8. Finish

d when you ciick calendar icon.)

(Six months from today is highlight

Hold your data until specificdate, (AL F—ESUnITBE 6 HARDARS/\ 5+ hENFT)
or

Release immediately

Next

2. Enter “Hold date”

Receive an email and click a link to


http://ddbj.nig.ac.jp/submission/

Nucleotide sequence data submission

1. Contact person » 2.Holddate » 3.Submitter » 4.Reference » 5.Sequence » 6.Template » 7.Annotation » 8. Finish
BIRE (Submitter(s))EAHLET
sRELE
contact person(AIZ. FFEEE DRTEENSIZ B4 L2820 L Esubmitter S HB T & ERELET
We recommend you to add more submitters, such as principal investigator; either one(s) of reference authors, and so on,
in addition to the contact person.
TFROPICHRLEERTAH LTS Please enter submitter(s) in accordance with the form of the examples below.
Examples; Mishima, H
Mishima-Tokai, .
Kim,C.S.
Wang, Y.Q
Submi
UDMITEr i, .
(contact person)
Email tkosuge@nig.ac.jp
Add
Site Polcy | Pivacy | @ DIA Data Bank of Japan Last modified: August 17, 2012
Nucleotide sequence data submission
1. Contactperson » 2.Holddate » 3.Submitter » 4. Reference » 5.Sequence » 6.Template » 7.Annotation » 8. Finish

Primary citation (main paper for the sequence of the entry)

Please choose ‘Unpublished’

when you are planning or preparing for a manuscript,

when a manuscript is being submitted for publication,

or If you have not decided whether you would submit the paper or not.

In case of ‘Unpublished’, please enter the appropriate title and auhors.

Status  ©Unpublished OIn press ©Published
Year 2012

Reference Title Glyceraldehyde-3-phosphate dehydrogenase expressed in human liver

Mishima,H. X

Authors Shizucka, T. X
Hamamatsu,$S. X
Add authors

Other Reference

Add

DiA Data Bank of Japan

Last madified: August 27, 2012

3. Enter “Submitter”

4. Enter “Reference”



DDBJ Nucleotide Sequence Submission

1. Contact person 2. Hold date 3. Submitter 4. Reference 5. Sequence 6. Template 7. Annotation 8. Finish

Did you determine the nucleotide sequence by yourself?

@ YES

© No, whole or a part of nucleotide sequence(s) were constructed by Using the entries that are released from DDBJ/EMBL-Bank/GenBank. (= Third Party Annotation)
Sequences

Please paste nucleotide sequence to the text area below. You can paste
multiple sequences concatenated in FASTA format.

SCIoT
gtgoottacacatrcaagtogaackarkieattttaagcttect taggteaatosatise
caaacgggtgagtaacgogtagacaacctgoogoasagat GIRRACAACARTCCRaRARE
mnotaatacogaatettetoagattosorcatggagacteattasagategoototactt
gtaagetatogot tigegatgggtetgogtot gat tagetagttggtpgggtascggoct

cagt: tegancteagaca
cggtecagacteot: ggggaatett gac
geagoaacgocgogtpagtaaagaaget ttcgectcptanagototettigaceegeace

gegaatagettictegeast gacggtaccegt
aactacgt aggteoagcettetookganttattere -
cagtcttaanagty

>

Or upload sequences from here

site Policy | Privacy | © DNA Data Bank of Japan Last modified: August 31, 2012

DDBJ Nucleotide Sequence Submission

1. Contact person 2. Hold date 3. Submitter 4. Reference 5. Sequence 6. Template 7. Annotation 8. Finish

Submission ID: 5045715055d698dd9f001178  Entry counts: 2

Please select one that matches to the annotation of the sequence:

We have templates for some typical submissions as shown below
You can proceed with them if you wish.
Sequences from isolated bacteria or archaea
@ 165 rRNA sequence
single protein-coding sequence (CDS)
> region cannot be described by any other feature key, use of misc_feature
Environmental sample (bacteria)
165 rRNA sequence
single protein-coding sequence (CDS)
> region cannot be described by any other feature key, use of misc_feature
Sequences from eukaryotic species
> single protein-coding sequence (CDS), not an organelle
single protein-coding sequence (CDS), organelle
mitochandrial D-loop
Sequences from viruses
O single protein-coding sequence (CDS), Influenza A virus
single protein-coding sequence (CDS), other viruses
other

- >>> No, I cannot find my kind of annotation in the list above.

Input annotationJ IUpIoad annotation file

site Policy | Privacy | @ DNA Data Bank of Japan : August 31, 2012

5. Enter nucleotide sequences
Enter assembly information for TPA

6. Select template that matches to the
annotation. You can choose input
annotation or upload annotation from file.
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1. Contact person » 2.Holddate » 3.Submitter » 4.Reference » 5.Sequence » 6. Template » 7.Annotation . Fini [HELP] . ) y
Submission completed! . I f D D BJ
The nuclectide data are now transferred to DDBJ. e I I I a I ro | I I .
You will soon have a confirmation email from sakura-admin@ddbj. nig.ac.jp.
If you do not receive any response from DDBJ in 5 working days, please send an email to
sakura-admin@ddbj.nig.ac.jp and let us know the browser’s URL of this submission.
You can download the submission files from the links below.

* Download fasta File

« Download Ann File

* Download Transaction File
Thank you
DDB)
sakura-admin@ddbj.nig.ac.jp




Start the submission from http://ddbj.nig.ac.jp/submission/

|
Please click here
to start the
submission

e

Nucleotide

BioProject

Mass Submission System (MSS)

DDBJ Sequence Read Archive (DRA)

DDBJ Trace Archive (DTA)

Site Policy | Privacy | @ DNA Data Bank of Japan Last modified: August 17, 2012



http://ddbj.nig.ac.jp/submission/

1. Contact person

Contact person is the person who will make contact with DDBJ and DDBJ

users about the entry, in principle. One of the submitter can become a
contact person.

Enter street.

Email

Name

Country

Fax

Phone

Institution
Department
URL
Zip code
State (Prefecture)
City

Address (Street)

=l

Enter an email address of the contact person, who will contact

1. Contact person | » 2. Hold With DDBJ. lation » 8. Finish
nter a full name of contact person. p3HOEFA—ILF KLAEAALTIEZL,

‘ E
ntact nersnon. who can make contact with DDRT.
. / ’ Select your region (country) name.
Hanako Mishima

The country code is automatically selected at

mishima@nig.ac.jp

Japan

— fax/phone.

2 Enter fax number. | countrycEzzsEcs. Fax, BEESEAALTEEL
81 - 55-981-649 FEfFSIFESTERESNFET

ur country, and then, enter your fax/phone number
utomatically selected.

| Please check, if fax is unavailable.

[ FaxBRIATERVESEF T v FEMA TS
Please check it, if you do not have any fax machine.

Enter telephone number.(If extension number is
| needed, please fill the number at Ext.)

81 - 55-981-6853

J Enter institution name.
—

National Institute of Genetics

DMA Data Bank of Japan c. |

http:/ oo dbinig.acip ﬁ e R Enter department name (Optional).

A11-8540 Webpage (Optional).

—_—
Shizuoka \‘ Enter zip code.

Mishima

Enter state(or prefecture) name(optional).
1111 Yata \ T

Enter city name. Next Please click “Next” after you fill the form.
An email will be automatically sent to
contact person’s email address.

An email will be sent to your email addres

vacy | © DNA Data Bank of Japan



http://www.ddbj.nig.ac.jp/sub/submitter-e.html

An email, which contains a link to start the submission, is automatically sent to the
contact person’s email address.

Subject: DDBJ: Starting the sub| Please click the link in the document of the email, then
To: mishimalnig.ac.jp internet browser will be opened.

National Institute of Genetics | OF if you cannot find the hyperlink in the email, please
Dear Hanako Mishima copy the URL to browsers address bar and press enter.

Thank you for using DDBJ.

This email contains a link for of your nucleotide data submission.
Please click the 1link be hen, you can continue your registration.
http://ddbj.nig.ac.jp/submission/submissions/5036c6ee55d698c0ad000324/mail con
firmation?token=47444d24e2106dd81a323f6ed559b715ec8cbbab

If you are not related person of the submission, please discard the email

Note : You must activate your new submission within 1 hour. If you failed
to activate, please try again from the "Contact person" page.

Note : You can not reply to this mail.
If you encounter trouble while using this submission system, please send an
email to sakura-admin@ddbj.nig.ac.jp and let us know the browser's URL of

your submission.

Thank you,
DNA Data Bank of Japan




2. Hold date

Enter hold date or select “Release immediately” on the page.

— progress bar

Nucleotide sequence data submission

1. Contact person 2. Hold date 3. Submitter 4. Reference 5. Sequence 6. Template 7. Annotation 8. Finish

Click the calendar icon and select
day that you would like to open the

X months fro

Hold your data until specific date. (PL>¥—ZE0Uvo33L6MA%DE| nycleotide sequence.
or @ February 2013 - D
Release immediately
M Mo Tu We Th Fr Sa Su
. . Next .
Or click the check box, if you would | —‘ 23
site Policy | Priy Iike to Open the nucleotide 4 5 6 7 8 9| 10 |ast modified: August 17, 2012

sequence immediately. Please click “Next” 11| 12| 13| 14| 15/ 18] 17
after you select the g | o | S

25 26| 27 8

hold date. ° &

Done

* A day six months from today is highlighted when you click the calendar icon.

* You cannot select the several days on end or begin of the year as a hold date
because DDBJ usually suspends the work to release the nucleotide sequences
during the days.

* The selectable hold date is limited within three yeas from today.

How to suspend/resume the submission
Please bookmark or save the URL of the page. You can resume
the submission from the bookmarked URL even if you close the
internet browser.


http://www.ddbj.nig.ac.jp/sub/hold_date-e.html

How to use calendar

Move to previous month

You can select the
year from the list.

Move to next month

11
18
25

2012

Mo Tu We

2014

T~ .
© February 2013 - é‘

Su

3

2015
B 10

12| 13) 14| 15
19| 20| 21| 22
26| 27| 28

16 17
23| 24

D}'\DI'IE

\

If you would like to
close the calendar,
please click.

10



3. Submitter

Enter Submitter (s) on the page.

1. Contact person

3% (Submitter(s))®ADLET

Nucleotide sequence data submission

2. Hold date 3. Submitter 4. Reference 5. Sequence 6. Template 7. Annotation 8. Finish

Please enter submitters abbreviation name based on a format of reference authors.

TRE T
Format:
contact d , i fesubn e . £ fi edllfrrifa] af rle ] il
we recor.CONtact person’s name is .tigat 12St name[commalinitial of first name[period]initial of middle name [period]
in additio] gutomatically converted to
+zof| Submitter’s format. nace{ €-8-
Examples You can correct the name, if you Miyashita,Y.
:i':':; need to change the name. Robertson,G.R.

Wang,Y.Q.
Submitter N/
Mishima,H.

(contact person)
Email tkosuge@nig.ac.jp

AN

Mishima-Tokai,H.
Kim,C.S.
Wang,Y.Q.

Please enter two or more submitters, if possible.

Click “Add”, then you can add
st=f more submitter(s).

DDBJ recommend you to
include two or more

Submitters name will be
displayed in the flat file
according to the submitters
order of this page.

submitters in the submission.

=

Last modified: August 17, 2012

Please click “Next”
after you fill the form.

How to suspend/resume the submission

internet browser.

Please bookmark or save the URL of the page. You can resume
the submission from the bookmarked URL even if you close the

11



http://www.ddbj.nig.ac.jp/sub/submitter-e.html
http://www.ddbj.nig.ac.jp/sub/ref10-e.html

We would like to ask you to include two or more submitters.

We occasionally meet the situation where we cannot contact to the submitter

in case of entries which have only one submitter. In our rule, submitter is
responsible for the data and only the submitter can update own entries. Without
contacting to the submitter, we cannot fulfill necessary corrections.

Of course, you can register your entries with only one submitter, but we
recommend you to add more submitters, such as principal investigator,

to your entries.



How to add a submitter

Submitter
(contact person)

Email
Submitter

Email, Optional)

Mishima,H.
misima@nig.ac.jp

Shizuoka, T.

Ehizuuka@nig.ac.jpl k by

Please click “Add” and you will
find additional text field.
Please enter another

submitter and the email
address.

13



How to change the order of submitter
How to delete a submitter

Submitter o hima . ) move to down
(contact person) {ﬁ‘
Email tkosuge@nig.ac.jp
Submitter Shizuoka,T. ) J
4 & i < Delete
(Email, Optional) shizouka@nig.ac.jp M
Submitter Hamamatsu, M. =
i
(Email, Optional) hamamatsu@nig.ac.jp
Add ~
move to up

14



4. Reference

Enter reference information on the page.
Please enter primary citation on the 1st reference.

Primary citation (main paper for the sequence of the entry)

Please choose 'Unpublished'

when you are planning or preparing for a manuscript,
when a manuscript is being submitted for publication,
or If you have not decided whether you would submit the paper or not.

In case of 'Unpublished', please enter the appropriate title and auho

Status

Year

Nucleotide sequence data submission

1. Contact person 2. Hold date 3. Submitter

@Unpublished C'In press CPublished

2012

Reference Title Glyceraldehyde-3-phosphate dehydrogenase expressed in human liver

Authors

Other Reference

Add

Mishima,H. X
Shizuoka, T. X
Hamamatsu,S. X
Add authors

Click “Add”, if you need to
add more reference(s).

Site Policy | Privacy | & DNA Data Bank of Japan

4. Reference 5. Sequence 6. Template 7. Annotation 8. Finish

“Unpublished” is selected as default.

Please select “Unpublished”;

when you are planning or preparing for a manuscript,
when a manuscript is being submitted for publication,
when If you have not decided to prepare a paper whether
you would submit the paper or not.

Select “In press” when a paper is in press.
Select “Published” when a paper has been published.

A text form is changed according to a selection at the
“Status”.

Last modified: August 27, 2012

How to suspend/resume the submission
Please bookmark or save the URL of the page. You can resume

the submission from the bookmarked URL even if you close the
internet browser.

15


http://www.ddbj.nig.ac.jp/sub/submitter-e.html

Status: Unpublished

1. Contact person »

Primary citation (main paper for the sequence of the entry)

Please choose 'Unpublished'
when you are planning or preparing for a manuscript,
when a manuscript is being submitted for publication,

2. Hold date »

Nucleotide sequence data submission

3. Submitter » | 4. Reference » 5. Sequence » 6. Template » 7. Annotation » 8. Finish

You do not enter year. Current year is

or If you have not decided whether you would submit the paper or not automatica”y filled on the filed.

In case of 'Unpublished', please enter the appropriate title and auhors.

Status @Unpublished ©In press CPublished
Year 2012

Reference Title Glyceraldehyde-3-phosphate dehydrogenase expressed in human liver

Enter the paper’s title.
Please fill appropriate title even if you

§ \‘ are not planning to prepare a paper.
, y

Please enter reference author (1 person per 1 text box).
You can add more text field to click “Add authors” .
To remove the author, please click “X”".

Mishima,H.
Shizuoka, T.
Authors fzuoka
Hamamatsu,S. X
Add authors
Other Reference
Add
g “« ”
R Please click “Next
Site Policy | Privacy | & DNA Data Bank of Japan

Last modified: August 27, 2012

after you fill the form.

Please enter submitters abbreviation name.
Format:

last name[commalinitial of first name[period]initial of middle name [period]

e.g.

Miyashita,Y.
Robertson,G.R.
Mishima-Tokai,H.
Kim,C.S.
Wang,Y.Q.

16



Status: In press

Enter year

Status CUnpublished @In press C/Publi

Year 2012

Journal Name 1 Cancer

Please enter journals abbreviation name.
Autocomplete is available to enter the journal.

Cancer)

—

Reference Title Glyceraldehyde-3-phosphate dehydrogenase expressed in human liver

Mishima,H.
Shizuoka, T.

Hamamatsu,S.
Add authors

Authors

Other Reference

Add

X
X
X

j Enter the paper’s title.

Please enter reference author (1 person per 1 text box).
You can add more text field to click “Add authors” .
To remove the author, please click “X”.

Please enter submitters abbreviation name.
Format:
last name[commal]initial of first name[period]initial of middle name [period]

e.g.
Miyashita,Y.
Robertson,G.R.
Mishima-Tokai,H.
Kim,C.S.
Wang,Y.Q.

17




Enter year

Status: Published

Status
Year
Journal Name
Reference Title

Volume

Page
(start - end)
DOI
(Digital Object Identifier, Optional)

Authors

Other Reference

Add

CUnpublished ©'In press @Published _ o
Please enter journals abbreviation name.

2012 Autocomplete is available to enter the journal.

J Cancer rooar

Glyceraldehyde-3-phosphate dehydrogenase expressed in human liver

65

3350 - 3357 .

Enter the paper’s title.

nal of Cancer)

Enter volume, page of the paper. Please

10.1234/] 1234567
/Jcan fill DOI number, if available.

Mishima, H. X
Shizuoka, T. X
Hamamatsu,S. X
Add authors

Please enter reference author (1 person per 1 text box).
You can add more text field to click “Add authors” .
To remove the author, please click “X”".

Please enter submitters abbreviation name.
Format:

e.g.
Miyashita,Y.
Robertson,G.R.
Mishima-Tokai,H.
Kim,C.S.
Wang,Y.Q.

last name[commalinitial of first name[period]initial of middle name [period]

18



Autocomplete function at the input field of journal name

You will see the candidate of journal’s name when you enter a full or part of the
beginning name of a journal. You can enter the journal’s abbreviation name by
select one from the list.

Mol Cell Neumsci|

Mol Cell Pharmacol (Molecular and cellular pharmacology)

Mol Cell Endocrinol {(Molecular and cellular endocrinology)

Mol Cell Neurosci (Molecular anﬂcellular neurosciences)

Mol Biochem Parasitol (Molecular* and biochemical parasitology)

Molecular and cellular differentiation

Mol Cell Biol Hum Dis Ser (Molecular and cell biology of human diseases series)

Mol Chem Neuropathol {(Molecular and chemical neuropathology / sponsored by the International Society for Neurochemistry and the World Federation of
Meurology and research groups on neurochemistry and cerebrospinal fluid)

m

The system uses NLM Catalog for its Input dictionary. You can search journal’s
ISO abbreviation at NLM Catalog.

19



http://www.ncbi.nlm.nih.gov/nlmcatalog
http://www.ncbi.nlm.nih.gov/nlmcatalog

e.g. How to search ISO abbreviation of “Journal of biological chemistry”

Open NLM Catalog on the internet browser and enter
keyword “journal name[journal]” and click search.

NLM Catalog

NLM Catalog

- | journal of biological chemistry[journal]

Save search Limits Advanced

Enter a full journal name[journal] to the search box and click
search.

Click

20


http://www.ncbi.nlm.nih.gov/nlmcatalog

Results: 2

[ The journal of biological chemistry

1.

M

American Society for Biochemistry and Molecula

ISSN: 1067-8816 (Electronic) ; 0021-9258 (Linking) Some candidate will be
San Francisco, CA : Lightbinders, Inc., c1992- .
MLM ID: 9887312 [Serial] dlsplayed asad reSUIt
Please click appropriate one
from the result.

The Journal of biological chemistry

American Society of Biological Chemists.; Ameri

Rockefeller Institute for Medical

Research.

MLM Title Abbreviation: J Biol Chem

ISSN: 0021-9258 (Print) ; 1083-351X (Electronic) ; 0021-9258 (Linking)
Baltimore, MD : American Society for Biochemistry and Molecular Biology
Currently indexed for MEDLINE

MLM ID: 2985121R [Serial]

21




The Journal of biological chemistry

Author(s):

NLM Title Abbreviation:
ISO Abbreviation:
Title(s):

Publication Start Year:
Freguency:

Country of Publication:
Publisher:

Latest Publisher:
Description:
Language:

ISSN:

American Society of Biological Chemists.

American Society of Biological Chemists., Proceedings.

Rockefeller Institute
J Biol Chem

J. Biol. Chem:
The Journal of biologi

You can obtain ISO
abbreviation of the
journal from here.

1905
Weekly, 1994-
United States

Baltimore [etc.]

Baltimore, MD : American Society for Biochemistry and Molecular Biology

W ll., ports.
English
0021-9258 (Print)

1083-351X (Electronic)
0021-9258 (Linking)

22



5.Sequence

Enter nucleotide sequence.
Assembly information is also needed for the case of TPA

DDBJ Nucleotide Sequence Submission
1. Contact person  » 2. Hold date =» 3. Submitter =» 4. Reference =» | 5. Sequence =» 6. Template » 7. Annotation = B. Finish

“Yes” is selected as a default.

Did you determine the nucleotide sequence by yourself?

@ YES Please keep it “Yes” when the
) No, whale or a part of nucleotide sequence(s) were construcrea Op—— nuc'eotide sequence is not TPA. arty Annotation)
Sequences ’ .

Please paste nucleotide sequence to the text area below. You c P t I td
multiple sequences concatenated in FASTA format. aste nucieotiae

— sequence.

gtgecttacacatgeaagtogaacgagptgattttaagettgettaget gaatogattee

caaacgEEtgagtaacgcgtagacaacctgocgcanagat gEERAcaacagtccgaaage -
nnctaataccgaatgttgtcagattoccgcat ggagact gattanagatgroctotactt

gtaagctatcgetttgegatgggtetgegtotgattagetagttgetgreptaacggoct 9 q
accaaggcgacgatcagtageepgtot pagagpat paacgpccacattpgaact gagaca The information entered at the page
cggtecagactoctacgggagEcagcagtggggaatettecgeaatgggcgaaagctgac n .. .
gragcaacgccgcgtpagtasagaagegtttoggetogtaaagctetettpaceeepace 7.Annotatoin" is cleared if you change the
aatgtgcgaaatgogaatagetttctogecaat gacggtacccgtcgagraagocacggct

aactacgtpccageagccgcpgtaatacgtagptggcgagegttptocggaattatteee - nucleotide sequence at this page.
cptasagERagCcECagECEERRagEcaagtcagtottaaaagt gegrggctcaacocogt

Or upload sequences from here

BR.. Please click “Next”
Or, you can upload Next after you fill the form.
nucleotide
site Policy | Privacy | ® DNA Data g Seq uence flle Last modified : August 31, 2012

How to suspend/resume the submission
Please bookmark or save the URL of the page. You can resume
the submission from the bookmarked URL even if you close the

internet browser. 73


http://www.ddbj.nig.ac.jp/sub/tpa-e.html
http://www.ddbj.nig.ac.jp/sub/tpa-e.html

Nucleotide sequence that you can paste/upload

You can paste or upload nucleotide sequence consists of multi-
FASTA format.

Double slash(//) is not needed for separate the entries. Of course,
you can include double slash (//) as a separation mark of the
entries.(e.g.1 & e.g.2)

This system automatically insert double slash (//) between entries
when the nucleotide sequence that contains no double slash (//) is
entered.

Entry name is required to be described in less than 24 letters of
characters which do not contain [space], "
[double-quote], ? [question], ¥, [back-slash].

Entry names must be unique in one submission.
If the same entry name are contained in the submission, you must
correct the entry name to avoid an error.

The sequence must consists of a, ¢, g, t, m, r,w, s, vy, k,v, h,d, b, or
n.

Spaces, numeric characters within the nucleotide sequence are
automatically removed.

Upper cases of the nucleotide residue id automatically converted
into lower cases.

e.g. 1

>CLNO1
ggacaggetgecgcaggagecaggeocgggageaggtggtggaagacagacctgtaggtgg
aagaggcttcgggggagecggagaactgggecagaccccacaggtgecaggetgecctgte
tgcgettcagtegtggegcgaagectgaggaaaaagagagagaggctcaaggaagagagga
tgaggcaggagaatcgettgaaccccggaggeggaggttgecagtgagecgagattacgee
accgcactccagectgggecgacagagtgagactccatctcaaaaaaaaaaaaaaaaaa
>CLNO2
ctcacacagatgctgecgcacaccagtggttgtaacaatgecgtttgectecttcaggtet
gaagecctgaggtgegetegtggtcagtgaagagggcaaaaagagagagaggctcaaagga
tgcgettcagtegtggegcgaagectgaggaaaaagagagagaggctcaaggaagagagga
tagtcattcatataaatttgaacacacctgctgtgecctagacaagtgtctttcetgtaaga
gctgtaactctgagatgtgectaaataaaccctctttctcaaaaaaaaaaaaaaaa

e.g. 2

>CLNO1
ggacaggetgeccgecaggagecaggecgggageaggtggtggaagacagacctgtaggteg
aagaggcttcgggggagecggagaactgggccagaccccacaggtgecaggetgeectgte
tgcgettcagtegtggegcgaagectgaggaaaaagagagagaggctcaaggaagagagga
tgaggcaggagaatcgettgaaccccggaggeggaggttgcagtgagecgagattacgee
accgcactccagectgggcgacagagtgagactccatctcaaaaaaaaaaaaaaaaaa
//

>CLNO2
ctcacacagatgctgegcacaccagtggttgtaacaatgecgtttgectecttcaggtet
gaagecctgaggtgegotegtggtcagtgaagagggcaaaaagagagagaggctcaaagga
tgcgettcagtogtgggcgaagectgaggaaaaagagagagaggctcaaggaagagagga
tagtcattcatataaatttgaacacacctgctgtgcctagacaagtgtctttctgtaaga
gctgtaactctgagatgtgctaaataaaccctctttctcaaaaaaaaaaaaaaaa

//
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Sequence for TPA submission

DDBJ Nucle
4. 8

1. Contact person 2. Hold date 3. Submitter

Did you determine the nucleotide sequence by
O YES

@ No, whole or a part of nucleatide sequence(s) were constructed by using

TPA submission (Third Party Annotation)
Your nucleotide sequence(s) are being submitted to TPA

Sequences

Select “No” when the nucleotide sequence is not
determined by yourselves and constructed by
assembling primary entries publicized from
DDBJ/EMBL-Bank/GenBank.

The subm|55|on system swntched to TPA mode

ation)

Assembly Information

Please paste nucleotide sequence to the text area below. You can paste Please paste assembly information, which consists of base pair spans of the

multiple sequences concatenated in FASTA format.

2FADT

atgegtegpaagetettegaagapct getcacaeceaccaaeat oottt eaaceaagec

atcatggatacgttogggeatatcagt god
ctpgegcagaaact ggoccogaget tgatd
gatggcgagacctoggacaaccgRccEtcd
tacaasacgcggeccgacgttcagtgtgtd
tactgettegtegacacgocg

Paste nucleotide
sequence.

teggteccggtotaceese 2
agcnc.cgacgtttgcgntgatatcgccga =
gcgcggcatggcgtcgtcaatgtaggcasatr.cgtgcgggaggtcgtcttccgggccttc
tatctegageagraageageagegeteaccgecgget tpaagatecgreaatgteanatac

Or upload sequences from here

Or, you can upload
nucleotide
sequence file.

site Policy | Privacy | @ DNA Da

form.

primary sequences and information on TPA sequence spans, to the text
area below.

TPA_SPAN PRIMARY_IDENTIFIER PRIMARY_SPAN GOMPLEMENT

FAO1 1..552 ZZ000001. 1 54872, .55422

553.. 705 22000002.5 1..153 k
BM123 1..438 22000010.1 1..438

377..695 22000011.1 1..320 ¢

411.. 790 ZZ000021.12 1., 398
7901191 Z72000022.0 1.. 401 PaSte assembly

- information for
construction of TPA

m

Or upload assembly information file from

sequence.
LB®E.
Next

Or, you can upload  August 31, 2012

Please click “Next”

_ assembly information file.
after you fill the

How to suspend/resume the submission

Please bookmark or save the URL of the page. You can resume the submission from the

bookmarked URL even if you close the internet browser.
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e.g.

FAO1

BM123

Entry
Name

Format of assembly Information for TPA submission

TPA_SPAN PRIMARY_IDENTIFIER
1-552 Z7000001.1

553-705 Z7000002.5

1-438 Z7000010.1

377-695 Z7000011.1

411-790 ZZ000021.12
790-1191 Z7000022.0

Location of TPA
sequence

T

The table means;

As for Entry name FAO1

Accession number
with version of
primary entry.

PRIMARY_SPAN

54872-55422
1-153
1-438
1-320
1-398
1-401

U

Region of primary
entry.

TPA sequence:1-552 corresponds to ZZ000001.1:54872-55422

TPA sequence:553-705 corresponds to ZZ000002.5:1-153

As for Entry name BM123
TPA sequence:1-438 corresponds to ZZ000010.1 :1-438

TPA sequence:377-695 corresponds to ZZ000011.1:complement(1-320)
TPA sequence:411-790 corresponds to ZZ000021.12:1-398
TPA sequence:790-1191 corresponds to ZZ000022.0 :1-401

COMPLEMENT

4

oa_n

c” is designated when
complementary region
of primary span is used.

Their correspondence is subject to the rule, “The sequence alignment rule between TPA and primary entries”



The sequence alignment rule between TPA and primary entries
http://www.ddbj.nig.ac.jp/sub/tpa-e.html

Rule: Description of Assembly Information

® The 1st line must be
[tab or space]TPA_SPAN[tab or space]PRIMARY_IDENTIFIER[tab or space]PRIMARY_SPAN([tab or space] COMPLEMENT

@® Do not include null line(s)

® Entry name must be entered at the 1st column. Assembly information is separated with each entry at the line of entry name.

® TPA_SPAN:

X.Y or X-Y (Xand Y are numeric, X<Y)
Location on TPA sequence is described.
e.g.

100..2000

100-2000

® PRIMARY_IDENTIFIER:

accession number.version

Accession number with version of primary entry is described. Please use 0 for the version number if primary entry is not
released.

e.g.

AB123456.1

AB987654.0

® PRIMARY_SPAN:

X.Y or X-Y (X and Y are numeric, X<Y)

The region from primary entry, which was used for construct TPA sequence, is described. The region must match to the
TPA_SPAN.

Please see "The sequence alignment rule between TPA and primary entries"

® COMPLEMENT:

null or ¢
Enter "c" when complementary region is used from primary entry.
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6. Template

@Taxonomic division

Bacteria (including both eubacteria & archaea)

Environmental Sample

(D Please select a taxonomic division of the sequenced
organism. When nucleotide sequences have been
obtained from organelle, you should select one whose
name includes ‘organelle’ to automatically add

You can proceed with them if you wish.

/organelle under source feature. Bacteria (including both eubacteria & archaea) v

Available qualifier keys under source feature vary with 6

the selected taxonomic division.

If you cannot find an appropriate taxonomic division,
we recommend you to choose "Plant/Fungi
(eukaryotes other than animals)" because almost @4
qualifier keys are available in "Plant/Fungi" division.
(Link: taxonomic divisions,
http://www.ddbj.nig.ac.jp/sub/locus-e.html#tdivision)

L)

@ You will see an available annotation template.
Please select one and click "Input annotation".

protein-coding sequence (CDS), single CDS
protein-coding sequence (CDS), multi-CDS (until 3 CDSs)
intergenic spacer (IGS)

internal transcribed spacer (ITS)

ribosomal RNA for 165 rRNA

ribosomal RNA, other

transfer RNA (tRNA)

non-coding RNA (ncRNA)

cannot be described any other feature keys (use of misc_feature)

other

Human

Human organelle

Invertebrate

Invertebrate organelle

Mammal (other than primates & rodents)

Mammalian (other than primates & rodents) organelle
Phage

Plant/Fungi (eukaryotes other than animals)
Plant/Fungi (eukaryotes other than animals) organelle
Primate (other than human)

Primate (other than human) organelle

Rodent

Rodent organelle

Synthetic sequence

Virus

\ertebrate (other than mammals)

Vertebrate (other than mammals) organelle

‘Input annotationlUpIoad annotation ﬁle‘

/

Select "other" if you cannot find an appropriate
annotation template from the list . In the case,

you cannot use a spreadsheet-type editor for

entering annotation.

How to suspend/resume the submission
Please bookmark or save the URL of the page. You can

resume the submission from the bookmarked URL even if you

close the internet browser.

After the selection, please click "Input
annotation" and move to "7. Annotation" page.

The information entered at the

"7.Annotatoin" page are disappeared if
you change the template at this page.
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7.

Annotation

Four kinds of input method are available for spreadsheet-type annotation template.
Click "Edit" icon (recommended)

Double click a cell

Click edit icon at a qualifier

Click "Edit Column"

Submission ID: 5052eaeb55d6981a1500155b

submission ID

Click "Edit" icon, then

you can edit the values

sth(bp)

per entries
mxdn 1472
ENTO2 Eait 1313
ENTO3 Edit 585
ENT04 Eait 585
ENTOS Edit 1466
ENTO6 Eait 1477

_/\\Edii 583

Entry name(s) are
shown here.

_ [Edit Column]

_» [Edit Column]

DDBJ Nucleotide Sequence Submission

_» [Edit Column]

g2e

o6

2¢

When you click Edit icon
on a qualifier, you can
edit value of the qualifier
of whole entries.

<1.=1313

<].~585

Numberof total 1o . 4 ge N ‘plate » 7. Annotation » 8. Finish
entries You can select gualifier
Entry counts: 10
Seleat (Select )
source 9 {f rRNA 9 |91M—',|
forganism ) fmol_type € Istrain @) Location [product €3

[Edit Column| _» |[Edit Column]
<1.=>1472 ibosomal RNA

Other
information

Click "Edit column" make
you possible to edit and
batch data input (copy &

Link:

@ Definition of Feature Key

£4 <1585

Rgcnnmic DMA <1.>1466

c DNA <1.=1477

You can editavalue by | . R
double-click of each cell.

c DNA <1.=1483

genomic DNA <1.>583

genomic DNA <1585

@ Definition of Qualifier key

&€ Organism qualifier

@ CDS feature

Confirr

paste) per column.

165 ribosomal RNA

165 ribosomal RNA

165 ribosomal RNA

168 ribosomal RNA

165 nibosomal RNA

168 ribosomal RNA

How to suspend/resume the submission
Please bookmark or save the URL of the page. You can resume

the submission from the bookmarked URL even if you close the

internet browser.

2012
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e.g. How to enter annotation of 16S rRNA

DDBJ Nucleotide Sequence Submission

te » 3.Submitter » 4. ick h 4 add ifier(s) ation | » 8. Finish  [FELF]
1. Click here and add qualifier(s
2. Click "Edit" icon, then
. Entry counts: 10
you can edit the values o oo
source 9 |91M"—', rRNA 9 |m|
per entry. — D Other
forganism ) fmol_type @) Istrain @) Location product £ information
_» [Edit Column] _» [Edit Column] _» [Edit Column] _» [Edit chmumm
ENTO1 Edir 1472 genomic DNA Mandatory feature and mal RNA
ENTO02 Eait 1313 genomic DNA qua“fiers are automatica”y mal RNA
ENTO3 Eait 585 genomic DNA selected. mal RNA
ENTO4 Eai R ic DN A <].~58
Edit SES genomic DNA 1.»585 YOU can add other
ENTOS Edit 1466 senamic DNA <1.>1466 information by double
clicking a cell (freely
ENTO6 Eait 1477 3 <1.=1477
Location and product name of describable).
ENTO7 aie 585 rRNA feature are shown as <1585 165 Aibosamal RNA
ENTO8 Eait 1483 default value. <1.>1483 168 ribosomal RNA
ENTO09 Eait 585 [ genomic DNA <].~585 165 ribosomal RNA
ENT10 Edit CheCk Of the annotation genomic DNA 63 ribosomal RNA
starts when you click You cannot click "Next" if
"Confirm". the problems remains
— after annotation check.
Link:

@ Definition of Feature Key

@ Definition of Qualifier key

&€ Organism qualifier

@ CDS feature

Last medified: September 12, 2012

How to suspend/resume the submission
Please bookmark or save the URL of the page. You can resume
the submission from the bookmarked URL even if you close the

internet browser.
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Select qualifier

source

-

—Recommended Qualifiers

—Optional Qualifiers

[} sub_species D<
[C] serotype [[] isolation_35

To add qualifier(s), check the checkbox beside

the qualifier and click "Save".

[Tl identified_by

=

Link:

7.Annotation

Annotation screen when "Other" is selected at "Template"
e.g. Input annotation of mitochondrial DNA

[C] serovar [Tl lab_host To delete qualifier(s), uncheck it.

[C] variety [C] mating_type

[ isolate [ PCR_primers You cannot delete a qualifier if it is mandatory
[] culture_collection [] db_xref for the annotation.

[C] chromosome [ note Ty
[C] plasmid

[ clone Available qualifiers vary depending on the
Bl clone_lib kind of annotation template.

[C] collected_by

‘ =

Canc
Link:

@ Definition of Feature Key
@ Definition of Qualifier key
€ Organism qualifier

& CDS feature

e
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Edit feature/qualifier values of a entry

ENTO1 Edit 1472 genomic DNA =1.=1472 168 rihosomal
m{lz Edit 1313 cemome T A& <1 =1313 1AS rihntnn'lal
ENTO1 ®
ENTO3 Eadit al
ENTO4 edit source il
) Category: éSeIect only for virus, environmental sample, etc. -
ENTOS Edit Jorganism _ ' al
Scientific name: \ lTr}.r NCBI tax search
ENTODG Edit - . . al
/mol_type genomic DNA  ~ Enter scientific name
ENTOT Eqit /strain \oforganism ul

S —rRNA i

] Enter strain name
ENTO9 it Location <1..>1472 k al
ENT10 £ait /product 165 ribosomal RNA ) -

Whole region of the nucleotide
sequence is automatically put on the

location of rRNA feature. Cancel Save
Please correct it, if you need.

Product name is displayed.
In the case(template for "16S rRNA
sequence"), it is not editable.

Please click “Next” after you fill

Link: the form.
7.Annotation

Annotation screen when "Other" is selected at "Template"
e.g. Input annotation of mitochondrial DNA

How to input an organism name
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Annotation screen just after edit the 1st entry.

Submission ID: 5052eaeb55d6981a1500155b  Entry counts: 10

source 9 |hl.::ﬁ _P|
fnrganisme fmnl_typeg fstraing
length(bp) _[Edit Column] _ [Edit Column] ~_ [Edit Column]
ENTO1 £air 1472 Bacillus sp. HM genomic DNA HM 1
ENTO2 Eait & genomic DNA
ENTD3 Edit mic DWNA
INTideaie | From the 2nd entry to the end, mic DNA
mros zaie | PlE@se click "Edit" and fill annotation | . ...
like as the case of 1st entry.
ENTO6 Eait mic DNA
ENTO7 Eait 585 I I genomic DNA
ENTOS Edit 1483 genomic DNA
ENTO09 Eait 585 genomic DNA
ENT10 Eqit SES genomic DNA
Confirm || Next
Link:

@ Definition of Feature Key

Select
rRNA 9 |ﬂﬂ_@_f,|
Location /product 9

_» [Edit Column]

<l.

>1472

<1.=1313

<1.>585

~1.>585

<1 1466

<1.=1477

<1.>585

<1.=~1483

<1.>585

<1585

_» |[Edit Column]

165 ribosomal RMA

165 nbosomal RMA

165 ribosomal RMA

165 ribosomal RMA

165 ribosomal RMNA

165 ribosomal RMA

165 nbosomal RMA

165 ribosomal RMA

165 nbosomal RMA

168 ribosomal RNA

Other
information

@ Definition of Qualifier key

&€ Organism qualifier

@ CDS feature

How to suspend/resume the submission

Please bookmark or save the URL of the page. You can resume
the submission from the bookmarked URL even if you close the

internet browser.
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Annotation check starts when you click "Confirm"

Submission ID: 5052eaeb55d6981a1500155b  Entry counts: 10

complete to enter the

‘Bl ‘el
Select Select
snurceg |ﬂ.\|_m| rHNA@ |ﬂ!ﬂ@_f|
h ~ = = Other
lenath Jorganism ) /mol_type §) Istrain () Location /product ) information
t e - - - -
ength(bp) _[Edit Column] ~ [Edit Column]  » [Edit Column] [Edit Column] _» [Edit Column)
ENTO1 Eait 1472 Bacillus sp. HM 1 genomic DNA HM 1 <1.=1472 168 ribosomal RNA
ENTO2 eait 1313 Bacillus sp. HM2 genomic DNA HM2 =1.>1313 168 ribosomal RNA
ENTO3 Edit 585 Bacillus sp. HM3 genomic DNA HM3 <1.>585 168 rhosomal RNA
ENTO04 £ lzenomic DNA HM4 <1.=585 168 rhosomal RNA
2 n 3 n
Click "Confirm" when you
ENTOS £ penomic DNA HMS

The "Next" will turned to be

N6 annotation. After click, the enomie DNA HMe clickable when errors are solved.
evo7e annotation format checking genomic DNA mM7 | You cannot click here if there
mmos e Starts. kL cnomic DNA HMS remains any problem after

ENTO? Eait | htin genomic DNA HMS annOtatlon CheCk'

ENT10 Eqit 58S Bacillus sp. H genomic DNA HM 10 —‘ . ] 165 ribosomal RNA

Link:

Confirm => no errors

Confirm => You can proceed to the next step even though there are some warnings

Confirm => There are any errors

Direct links of the page that explains translation error s and warnings

Progress bar

final confirmation screen

How to suspend/resume the submission
Please bookmark or save the URL of the page. You can resume
the submission from the bookmarked URL even if you close the

internet browser.
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Annotation screen when "Other" is selected at "Template"

In the template (other), you must

o0 vl e e You can add additional select (add) feature and quglifier, which
window to edit the information by clicking the are ngeded for the annotation of the
entry when click here. | icon when you need. submitted sequences, by yourself
DUBJ NUClEotige sequence Submission ww
1. Contact person - —adte 3. Submitter 4. Reference 5. Seguence 6. Template 7. Annotation 8. Finish

Submission, D: 5062dE5a5d69844ff000al4  Entry counts: 2
ENTO1 [ease (o)

¥ When click here, the qualifier(s) selected
source [Seleet | % under the source feature are copied to
length=2678 To edit the value of each qualifier, the source feature of the next entries.
99:?;;;29; click the qualifier directly.
/mol_type=

ENTuzgamn 3
oot Click when you want to Add feature

source

Qualifer e Click "Add feature" and

length=1409 | il aleliter ) select feature from the list

g%n;itr';;:a::: to add feature key(s).

/mol_type=
You can edit value of a Lconﬁ”“ NEX " The "Next" will turned to be clickable
qualifier of whole entries. when errors are solved. 12

— | Click "Confirm" when you — You cannot click here if there remains any —
complete to enter the problem after annotation check.

annotation. After click, the

Link: . .

. annotation format checking
€ Definition of Feature Key -

. .. o starts. How to suspend/resume the submission
‘ Definition of Qualifier key Please bookmark or save the URL of the page. You
€ Organism qualifier can resume the submission from the bookmarked

& CDS feature URL even if you close the internet browser.
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e.g. Input annotation of mitochondrial DNA

3. Click "Edit" and enter annotation of the entry.

1. Contact person 2. Hold date 3. Submitter

sotide Sequence Submission

4. Reference 5. Sequence 6. Template 7. Annotation 8. Finish

v

length=17799

=50§?W 2. Click here if you would like to copy qualifier set, which are
Ent01 Edit (ol

selected at source feature, to the source feature of the next
entries to the end (Value of qualifier is not copied).

genetic code=
Jorganism=
'/ /mol_type=

f Jeountry=
h fisolate=
Jorganelle=

2\
Ent02 F e

|

Select
QJ!MQ_J
length=5867

added.

source |

1. Choose qualifiers by clicking "Select Qualifier".
In the case, country, isolate, and organelle were

genetic code=
Jorganism=
-3 /mol_type=

Site Policy | Privacy | @ DNA Data Bank of Japan

Link:

@ Definition of Feature Key
€ Definition of Qualifier key
€ Organism qualifier

Next

Link:
Select qualifier
Edit feature/qualifier values of a entry

€ CDS feature

How to suspend/resume the submission
Please bookmark or save the URL of the page. You can resume
the submission from the bookmarked URL even if you close the
internet browser.
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EntO1 x
[~SOUrC
Category:
/organism Select only for virus, environmental sample, etc. -
Scientific name: Dugesia japonica
/mol_type genomic DNA ~
fcountry  Japan:Shizuoka
/isolate Dj-01
Jorganelle mitochondrion -
genetic
code
Cancal| Saye
4. Click here and choose feature.
DDBJ Nucleotide Sequence Submission
1. Contact person » 2. Hold date » 3. Submitter » 4. Reference = 5. Sequence 3 % 7. Annotation » 8. Finish

Submission ID: 5062d65f55d69844ff000al4 Entry counts: 2

ENt01 an [ 4.
e
source |h|'|" |

Add feature

length=17799

genetic code=9

Jorganism=Dugesia japonica

/moal_type=genomic DNA
Jeountry=Japan:Shizuoka

z i Jisolate=Dj-01

ﬁ q Jorganelle=mitochondrion

location=1..17799
Jcodon_start=1

dd feature -

Add feature =

5. Select qualifier, which is added to

attenuator
EntUZF&m 4, C_region
CAAT. | =
e85 the selected feature, from here _sgra
aveii]
- - T centromere
length=5867 ol L
oop
genetic code= D_segment
z iﬁ_:g‘a';f;;i enhancer
f&untry: exon
- ; /isolate= gap
1 Jorganelle= GC_signal
z iDNA
intron
J_segment
Next LTR
mat_peptide

misc_binding

Site Folicy | Privacy | @ DNA Data Bank of Japan

misc_difference
misc_feature <

Last modified: September 26, 2012
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6. Click here and you will see input

CDs [Seledt | ; field. Please correct location of the
\Qualifier field.
locationr=1..17799
Joodon_start=1
: fgenes
j /ProdiucTS 7. A window will open by clicking each qualifier. You
Add feature can enter or correct value on the window.
/codon_start is automatically set to "1" in the case of
CDS feature. You should correct the value if you need.
e (Seleet )
LDb|_.-n!mTt

location=<1..1158
Jeodon_start=1

;. fgene=cytb

; /product=cytochrome b

| Add feature

T

—

8. Add feature from here.
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Clicking "Confirm" on annotation screen

11— tact a2 Hnld Aat R =11 i

DDBJ Mucleotide Sequence Submission

4 Daf - 5. Sequence 6. Template 7. Annotation 8. Finish

Submission ID:

Ent01 E

Select
!mme_r|
length=17799
genetic code=9

source ‘

By clicking "Edit" icon, you can edit
annotation per each entry after you
choose feature and qualifier.

=)
auair]

jon=<1..1158
on_start=1

forganism=Dugesia Japonica
“, /mol_type=genomic DNA
; /country=Japan:Shizuoka
; /isolate=Dj-01

2 Jorganelle=mitochondrion

| 9. Please complete to enter the
annotation of the 1st entry.

e
- [Seled

LD'::|.-Q“M%
location=1381..

qualifier.

Click trash icon to delete feature or

Jeodon_start=1
faene=nd4
¢ /product=NA|

Select
tRNA‘.V ifier f

location=complement(15812..15872)

; /product=tRNA-Cys

Add feature -

Ent02 Fdi‘ (o]

g

source ‘;::TLMJ

the next entry to the end.

You have to enter all annotation from

hlolr:ﬁ ,J i

length=5867
genetic code=4
forganism=Babesia gibsoni
“, /mol_type=genomic DNA
; /country=Japan
; /isolate=Dj-02
:/ ¢ /organelle=mitochondrion

checking will start.

Please click "Confirm" after you fill
the annotation, then, annotation-

Link:

Confirm => no errors

Confirm => You can proceed to the next step even though there are
some warnings

Confirm => There are any errors

Direct links of the page that explains translation error s and warnings

Progress bar
final confirmation screen

oo The "Next" will turned to be clickable
¢ /product=larg
. when errors are solved.

" You cannot click here if there remains any

problem after annotation check.
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How to upload annotation from
a tab-deliminated text-file Droronomic diision

Bacteria (including both eubacteria & archaea)

Environmental Sample

Please select one that matches to the annotation of th sequfm:: gl
(@ Please select a taxonomic division of the sequenced Invertebrate
organism. When nucleotide sequences have been We have templates for some typical submissions4s shown beL”;’::::r?:fh‘;g:hz:":rimates&mdems)
obtained from organelle, you should select one whose You can proceed with them if you wish. Marmmaiian (other than primates & rodents) organelle
H ‘ ’ Phage
2?/:; E I:JT: I: Sae IS;finrglfenyil Ij r;der source feature vary with Bad:eri? (indL.lding both eubacteria .& archaea) ¥ il::ﬁiiﬂ:ilﬁiﬁt:ZZIZE z::::::: ::::::3 ooenele
s protein-coding sequence (CDS), single CDS Primate (other than human)
the selected taxonomic division. . . , . _ |primate (other than human) organsle
) ) o protein-coding sequence (CDS), multi-CDS (until 3 CDSS) [odent
If you cannot find an appropriate taxonomic division, intergenic spacer (IGS) Radent organcl
we recommend you to choose "Plant/Fungi internal transcribed spacer (ITS) jif::eﬂcseq“e"fe
(eukaryotes other than animals)" because almost ribosomal RNA for 16S rRNA Vertebrate (other than mammals)
qualifier keys are available in "Plant/Fungi" division. ribosomal RNA, other ertesrete (omertan mamma) organele
(Link: taxonomic divisions, transfer RNA (tRNA)
http://www.ddbj.nig.ac.jp/sub/locus-e.html#tdivision) non-coding RNA (ncRNA)
t be described any other feature keys (use of misc_feature)
@ Select “other” when you would like to upload < '; other >
annotation by using a tab-deliminated text-file. / ‘Input annotation ‘ ‘Up]oad annotation ﬁ|e‘
@

After the selection, please click
"Upload annotation file".

The information entered at the
"7.Annotatoin" page are disappeared if

you change the template at this page.




Submission by uploading the annotation file

DDBJ Nucleotide Sequence Submission

1. Contact person 2. Hold date 3. Submitter 4. Reference 5. Sequence 6. Template 7. Annotation 8. Finish

Submission ID: 5045715055d698dd9f001178  Entry counts: 2

File upload
|

Upload & Confirm | Next

Site Policy | PI Data Bank of Japan

Last modified: August 31, 2012

Click "Upload & Confirm"
to start checking of
annotation file.

Set an annotation file here.
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Annotation file that is able to be uploaded

v’ You can see some examples on ‘sample annotation file’ page.

v’ Please include only annotation section in annotation file.

v’ You cannot upload WGS, CON, AGP, EST, GSS, STS, HTG, HTC, TSA files. Please contact DDBJ
mass submission system (MSS) to submit such submission files.

v Information that you entered on the pages, "1. Contact person", "2. Hold date", "3. Submitter",
and "4. Reference", are added in front of uploaded annotation file as COMMON section.

v When COMMON is included in the uploaded annotation file, if will be replaced with
information obtained from "1. Contact person”, "2. Hold date", "3. Submitter", and "4.
Reference."

v" For TPA, you should not include PRIMARY_CONTIG section in annotation file.
PRIMARY_CONTIG section is automatically inserted to the uploaded annotation file by
converting information of the "5.Sequence" page.

Link:

@ Definition of Feature Key
@ Definition of Qualifier key
€ Organism qualifier

& CDS feature
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http://www.ddbj.nig.ac.jp/sub/mss/sample-e.html
http://www.ddbj.nig.ac.jp/sub/mss_flow-e.html
http://www.ddbj.nig.ac.jp/sub/ref5-e.html
http://www.ddbj.nig.ac.jp/sub/ref6-e.html
http://www.ddbj.nig.ac.jp/sub/ref8-e.html
http://www.ddbj.nig.ac.jp/sub/cds-e.html

Example annotation file used for upload

You do not have to include
the area to the annotation
file.

If it is included in the
annotation file, it will be
replaced with the
information entered at the
pages such as 1. Contact
person, 2. Hold date, 3.
Submitter, and 4. Reference

You should include only this
region (= section consists of
biological features) in
annotation file.

COMMON

ENTO1

ENTO2

SUBMITTER

REFERENCE

DATF

source

CDS

3'UTR
polyA_signal
polyA_site

source

CDS

1..2878

217..1104

1105..2878
2857..2862

1..1409

<1..1051

contact
ab_name
ab_name
ab_name
ab_name
email
phone
fax
institute
department
country
state

city

street

zip
ab_name
ab_name
ab_name
ab_name
title

year
status
hold date
organism
isolate
mol_type
tissue_type
gene

product

2878
organism
strain
mol_type
gene
product
transl_table

codon_start

Hanako Mishima
Mishima,H.

Yamada,T.

Park,C.S.

Liu,G.Q.
mishima@ddbj.nig.ac.jp
81-55-981-6853
81-55-981-6849
National Institute of Genetics
DNA Data Bank of Japan
Japan

Shizuoka

Mishima

Yata 1111

411-8540

Mishima,H.

Yamada,T.

Park,C.S.

Liu,G.Q.

Aquaporin genes

2012

Unpublished

20131130

Homo sapiens

FAO1

mRNA

liver

AQP9

aquaporin 9

Shigella flexneri
BM123
genomic DNA
APQZ
aquaporin Z

11

2

43



1. Contact person

"Upload & Confirm" => no error

DDBJ Nucleotide Sequence Submission

2. Hold date 3. Submitter 4. Reference 5. Sequence 6. Template 7. Annotation 8. Finish

Edit Annotation is Confirmed. You can go to the Next step
Submission ID: 5062d65f55d69844ff000al4 Entry counts: 60

File upload

lUpIoad & Conﬁrml Next
COMMON SUBMITTER contact Hanako Mishima

1:

2: ab_name Mishima,H. o . .

3 email  mishima@nig.ac.jp Annotation appears under the button when annotation file

4z url  http://www.ddbj.nig.ac. .

5: phone ° 81-55-981-168499 g ChECk IS CompletEd'

6: fax B81-55-981-6838

7: institute  Mational Institute of Genetics

o jgs:t“wmj;panf’f’m center, DDBJ The COMMON is replaced with the values entered at the

10: sate Shizuoka pages of 1.Contact person - 4.Reference.

11: city Mishima

12: street 1111 Yata

13: zip 411-8540 . 9

141 REFERENCE title New submission tool "Next" turns to be clickable when there is no error.

15: ab_name Kosuge,T.

16: status Unpublished

o oae heddte 20130326 "Next" turns to be clickable even if there is some warning. You
should correct the annotation if needed.

Link:
final confirmation screen

How to suspend/resume the submission
Please bookmark or save the URL of the page. You can resume
the submission from the bookmarked URL even if you close the
internet browser.
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_

You can move to the error line of

Submi;

"Upload & Confirm" => Error/Warning occurred

n ID: 5045715055d698ddef001178  Entry cou

—— Please correct annotation file and upload
it from here and click "Upload &
Confirm" until errors are disappeared.

Fil load
|

2

ssion ‘

e » 6 "Next" turns to be clickable when
there is no error. "Next" turns to be
clickable even if there is some

ETH . . .
warning. You can click "Next" if there
Upload & Confirm  Next are no problems in the annotation.
Level Message
Line: 24 error Invalid value [35.13 N 138.91 R] for [lat_lon] gualifier, it must be modified following [d[d.dddd] N|S d[dd.dddd] W|E]. (7]

Line: 29 error Invalid value [Japan-Shizuoka] for [country] qualifier, it must be modified following [http://www.ddbj.nig.ac.jp/sub/refa-e.html#country .

OMMONSUBMITTER contact Takehide Kosuge

ab_name Kosuge,T.

ah_nmama Kacnai T

Click to see a page of detailed
description of the error.

Error/Warning message

Annotation file is displayed here. Error
line is indicated in red.

. . . . tics
annotation file below by clicking the
line number.
13: zip 305-0856
14: REFERENCE title New submission tool
15: ab_name Kosuge,T.
16: ab_name Mishima, L.
17: status  Unpublished
18: year 2012
19: DATE hold_date 20130314
20: ENTO1 source 1..1472 organism Bacillus sp. HM1
21: mol_type genomic DNA
22: strain HM1
23: country Japan: Shizuoka
24: lat_lon  35.13N 138.91R
25: rRNA <1..>1472  product 165 ribosomal
26: ENT02 source 1..1313 organism Bacillus sp. HM2
27: mol_type genomic DNA
28: strain HM2
29: country Japan-Shizuoka
30: lat_lon 35.13N138.91E
31: rRNA <1..>1313  product 165 ribosomal RNA

How to suspend/resume the submission
Please bookmark or save the URL of the page. You can resume
the submission from the bookmarked URL even if you close the

internet browser.
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final confirmation screen

1. Contact person

Submission Files

You can browse the Do e e

* Download Transaction File

information of pages 1 Contact person

Email

to 7 in text format. e

Country

Fax
Phone
Phone extension
Institution
Department.
Zip code
State (Prefecture)
city
Address (Street)
Publication
Hold date
Submitters
Name
Email
References
Status
vear
Reference Title

Name

Please describe here if
there are any other
information when needed.

| site Policy | Privacy | ® Dia Data Bank of Japan

DDBJ Nucleotide Sequence Submission

2. Hold date 3. Submitter

Submission ID: 5062d65f55d69844ff000a14  Entry counts: 60

tkosuge@nig.ac.jo
Hanako Mishima
Japan
55-981-6838

55-981-6849

National Institute of Genetics
DDBJ center, DDBJ
411-8540

Shizuoka

1111 Yata

2013-03-26

Mishima, H.

tkosuge@nig.ac.jo

Unpublished
2012
New submission tool

Kosuge, T.

Submission information

» 4.Reference » 5. Sequence 6. Template » 7. Annotation

Submit tojODBJ

The screen will appear after
you click "Next".

no problem.

Please click either one if there is

Submit {5 DDB.

How to suspend/resume the submission

Please bookmark or save the URL of the page. You can resume

the submission from the bookmarked URL even if you close the

internet browser.

Link:

Annotation check starts when you click "Confirm"

Clicking "Confirm" on annotation screen (when Template: other was selected)

"Upload & Confirm" => no error
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8. Finish

Please bookmark the page. You can
browse the page from the
bookmark for a certain period even
though you close the browser.

DDBJ Nucleotide Sequence Submission

1. Contact person 2. Hold date 3. Submitter 4. Reference 5. Sequence 6. Template 7. Annotation 8. Finish [HELP]

Submission completed!

The submission files are now transferred to DDBJ. The
submission is completed when you see the finish screen.
You will soon have a confirmation email from sakura-admin@ddbj. nig. An email W|“ be sent to contact personls email address

The nucleotide data are now transferred to DDBJ.

If you do not receive any response from DDBJ in 5 working days, plea
sakura-admin@ddbj.nig.ac.jp and let us kpow the browser's URL of this submission

You can download the submission files fro YOU can download the flleS In DDBJ
. Download facta File i registration format. Please download
and save them.

* Download Ann File
You do not have to send them to DDBJ

Download Transaction File

Thank . o .
ooy because the files were automatically
sakura-admin@ddbj.nig.ac.jp transferred to DDBJ server.

Site Policy | Pracs | & o Last modified : september 12, 2012

If you meet any problems
regarding of the tool, please email
to the address.

Link:
final confirmation screen
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You will receive an email when submission completed

From: sakura-admin@ddbj.nig.ac.jp
Subject: DDBJ: Web submission completed

Contact person : mishima@nig. ac. jp
Hanako Mishima
National Institute of Genetics
DDBJ center, DDBJ
1111 Yata
Mishima, Shizuoka, 411-8540
Japan

Thank you very much for choosing DDBJ for data submission

We have received your data. We will soon check and annotate them on the basis of
the manual and rules common to the DDBJ, EMBL-Bank, and GenBank

If you do not hear from DDBJ after 5 working days after receiving this notice,
please contact us at the following address indicating your Entry Name

Email address: sakura—admin@ddbj.nig. ac. jp
Sincerely,

DNA Data Bank of Japan

DDBJ Center

National Institute of Genetics

Research Organization of Information
and Systems

Mishima, Shizuoka 411-8540, Japan

fax: +81-55-981-6849

[Ho|d-date]
2013-03-29

[Entry ID]
5065382¢55d69849870005fe. entry01
5065382e55d69849870005fe. entry02

Link:
8. Finish
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Illustrations of text input field



Edit icon at each qualifier

organism

ENTO1
Copy

ENTOZ2
Copy

ENTO3
Copy

ENTOD4
Copy

ENTOS
Copy

ENTO06
Copy

ENTO7

Category:

Scientific name: Bacillus sp. H annotation table.

Category:

Scientific name:

Category:

Scientific name:

Category:

Scientific name:

Category:

Scientific name:

Category:

You can edit each value per column of

*

ﬂ.

P

To copy the same value after
the entry, click "Copy".

Link:
7.Annotation

Annotation screen when "Other" is selected at "Template"

-

[Tr»,,r NCBI tax search ]

m

-

[Trv NCBI tax search ]

-

[Tn_.r NCBI tax search ]

-

[TI‘Y NCBI tax search ]

| Click "Save" after you edit the

value.

-

ECanceI; Yave

e.g. Input annotation of mitochondrial DNA
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Edit column

You can edit each value per column of
annotation table.

ENTO1
ENTO2
ENTO3
ENTO4
ENTOS
ENTOG
ENTO7
ENTOB
ENTOS
ENT10

source - strain 7 X

HM1
HMZ
HM3
H¥d
HME
HME
HM7
HM3
HMO
HM10

4

You can edit directly on the text area or

copy & paste the data from Excel or text
editor.

Please use line feed (or press return key)
to separate entry.

Cancel Sawe

Click "Save" after edit/enter
the value.

Link:
7.Annotation

Annotation screen when "Other" is selected at "Template"

e.g. Input annotation of mitochondrial DNA
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Double-click a cell
(Click qualifier for "Other" template)

ENTO1 - source - strain x

A window will open when you double-click a

cell (When you select "other" at template page, cancel| (Save

you should click each qualifier, then you can see .
the same window). Please edit or enter value -
against the input field. Click "Save" after edit/enter
the value.
Link:

7.Annotation
Annotation screen when "Other" is selected at "Template"
e.g. Input annotation of mitochondrial DNA




How to input organism name

Please click "Edit"

Enter a correct scientific name here.
When you type a name, candidates are

automatically searched from the \
GenBank taxonomy database and e%\
displayed on the screen. Please select rsourc \
. . n n /organis| Enter a scientific name and click "OK":
one from the list and click "OK". e roeeceiod ok
[ Mus musculus
I Mus musculus albula
2 see help)

( .
. Mus musculus wagneri
¢ Mus musculus musculus

i
Mus musculus homourus
genetic code Mus musculus castaneus

/mol_type Mus musculus isatissus

I Mus musculus domesticus
/collected by
@8lpe.g. Dan Janzen

/collection_date fi|
Helpe.q.
1952-10-21
1952-10
1952
1952-10-21T11:43Z
1952-10-21T117
1952/1953

lecular isolation,

(1-6,9-14, 16,21 -25)

Cancel

Save
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How to input an organism not registered in
taxonomy database

entry1
When you enter a new organism, which has not cource
been registerEd to the GenBank taxonomy Jorganism  Scientific name:
database, you must select "Category" and input > Pseudomonas sp. SP100
information about the organism such as Try NCBY Lo soarch
g ~—— Category: | The name is valid but not registered in taxonomy database v \0
taxonomic |ineage, valid pu blication, and so on. Taxonomic The name is valid but not registered in taxonomy database

Species is not identified

Pathogenic virus

Valid subspecies or variety not registered in taxonomy database
Proposing the name for the novel species

Obtained by direct molecular isolation from environmental sample
Sampling, | Artificially constructed or synthesized sequence

Valid publi

Link: http://www.ddbj.nig.ac.jp/sub/ref8-e.html#deasy oMID

4

@elBPlease describe the organism name that begins with "uncultured"

Afte r |n put of an Orga n |Sm na me’ ge netlc COd e (e.g. uncultured Acetobacter sp., uncultured alpha proteobacterium, please see help)

when the sequence was obtained from environmental sample by direct molecular isolation,

(must be an integer) is automatically enteredto | such as PCR, DGGE, and so on.
th text b h th . . N For further information, please see the explanation page.
e text box when the organism name is genctic oo B

. A 11 e.g. 11 Enter an integer (1 -6, 9 - 14, 16, 21 - 25)
included in the GenBank taxonomy database.

/mol_type v
You must manually enter a genetic code (e.g. 1 feollected by
for universal, 11 for Bacteria, 2 for vertebrate 0. ben fanzen
mitochondrion, 5 for invertebrate Cancel  Save

mitochondrion) when the organism name is not
registered to the taxonomy database and an
integer is not automatically entered.




Category: The name is valid but not registered in taxonomy database

Example

Jorganism

Please select PMID/DOI/Accession/nolD
PMID
Enter PubMed unique identifier of the

publication.

DOI

Enter digital object identifier of the publication.

Accession number

Please enter accession number(s) if the same
organism has been registered to DDBJ/EMBL-
Bank/GenBank.

nolD

When the publication has no id, please select
"nolD" and describe the information of the
publication such as title, authors, year, volume,
pages, and journal name.

Scientific name:
Eophileurus japonicus
Try NCBI tax search

Category: |The name is valid but not registered in taxonomy database v @
Taxonomic lineage (mandatory]@:

Insecta; Dicondylia; Pterygota; Meoptera;
Endopterypgota:; Coleoptera; Polyphaga;
Scarabaeiformia; Scarabaeoidea; _

Scarabaeidae. Dynastinal ' .
Please enter taxonomic lineage. You can search

it by NCBI tax search.
Valid publication (mandatolyy=—

PMID w
1234567890

Sampling, Sequencing process, and/or Identification of organism (optional}g:

Please describe helpful information regarding
the organism (optional).

Link:
http://www.ddbj.nig.ac.jp/sub/ref8-e.html#tdeasy
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Category: Species is not identified

Jorganism

Scientific name:

Pseudomonas sp. DDE]

Try NCBI tax search

Category: |Species is not identified

Taxonomic lineage (ﬂptiﬂﬂal]@:

Bacteria. Proteobacteria:

Gammaproteobacteria; Pseudomonadales:
Pseudomonadaceae: Pseudomonas

Please enter taxonomic lineage (Optional). You
can search it by NCBI tax search.

Link:

http://www.ddbj.nig.ac.jp/sub/ref8-e.html#tdeasy
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Category: Pathogenic virus

Jorganism

Scientific name:
Influenza A virus (A/duck/Thailand/dj10000/2013(H1N3))

Try NCBI tax search

Category: |Pathogenic virus
Taxonomic lineage {optinnal)@:

iruses:_ssHHA viruses; ssEHA hegative-
strand viruses; UrthemnyV|r|daa:
Influenzavirus A: Influenza A virus;

Please enter taxonomic lineage (Optional). You
can search it by NCBI tax search.

Link:
http://www.ddbj.nig.ac.jp/sub/ref8-e.html#tdeasy
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Category: Valid subspecies or variety not registered in taxonomy database

Jorganism

Please select PMID/DOI/Accession/nolD

PMID
Enter PubMed unique identifier of the
publication.

DOI
Enter digital object identifier of the publication.

Accession number

Please enter accession number(s) if the same
organism has been registered to DDBJ/EMBL-
Bank/GenBank.

nolD

When the publication has no id, please select
"nolD" and describe the information of the
publication such as title, authors, year, volume,
pages, and journal name.

Scientific name:

Eophileurus chinensis shizuokaensis

Try NCBI tax search

Category: |Valid subspecies or variety not registered in taxonomy database v e
Taxonomic lineage {mandatow]@:

Insecta. Dicondylia. Pterygota: Neoptera.
Endopterygota: Coleoptera. Polyphaga:

Scarabaeiformia: Scarabaeoidea; —
Scarabaeidae; Dynastinae; Eophi Please enter taxonomic lineage. You can search

it by NCBI tax search.

Valid publication {mandatory}@:

PMID v
1234567390

Sampling, Sequencing process, and/or Identification of organism (Dptional)@:

Please describe helpful information regarding
the organism (optional).

Link:
http://www.ddbj.nig.ac.jp/sub/ref8-e.html#deasy

58



Category: Proposing the name for the novel species

Jorganism Scientific name:

You should enter a tentative name at

|Pseudﬂmnnas sp. ddbj100 /organism when proposing a novel species.

oK

Try MNCBI tax search

Category: Proposing the name for the novel species v @
Proposed name for the novel species {mandatow}@:
Pseudomonas mishimaensis

Please enter a proposed name that will be
reported by the paper.

Taxonomic lineage (mandatury}@:

Bacteria: Proteobacteria:
Gammaprotechacteria: Pseudomonadales:
Pseudomonadaceae: Pseudomonas

Please enter taxonomic lineage. You can search
it by NCBI tax search.

Sampling, Sequencing process, and/or Identification of organism [Dptional}@:

seudomonas mishimaensis sp. hov.
e are planning the new name by ou

Please describe helpful information regarding

the organism (optional).

Link:
http://www.ddbj.nig.ac.jp/sub/ref8-e.html#tdeasy




Category: Obtained by direct molecular isolation from environmental sample

Jorganism

Scientific name:
uncultured active sludge bacterium
OK

Try NCBI tax search

Category: Obtained by direct molecular isolation from environmental sample » e
Taxonomic lineage {mandatnw]ﬂ:

Bacteria. Firmicutes: Bacilli:
Bacillales:; Bacillaceae; Bacillus; Please enter taxonomic lineage. You can search
it by NCBI tax search.

Sampling, Sequencing process, and/or Identification of organism {Dptional}@:
DNA extracted from active sludge samples.

Please enter helpful information
regarding the sample (optional)

Link:
http://www.ddbj.nig.ac.jp/sub/ref8-e.html#tdeasy
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Category: Artificially constructed or synthesized sequence

Jorganism

Scientific name:

Cloning vector pDDBJ
Try NCBI tax search

Category: Artificially constructed or synthesized sequence v @
Expected usage and/or how the nuclectide sequence was constructed {Dptional}ﬂ:

A new pUC-derived cloning vector
Please enter helpful information

regarding the synthetic sequence

(optional)

Link:
http://www.ddbj.nig.ac.jp/sub/ref8-e.html#tdeasy
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Link to the pages for detailed description of errors & warnings

You can see detailed explanation of Errors and Warning at;
http://www.ddbj.nig.ac.jp/sub/validator-j.html

Regarding the errors and warnings about amino acid translation of CDS feature,
you can see their explanation at;
http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC

Please refer the following links for preparation of annotation.

Definition of Feature Key

Definition of Qualifier key

Organism qualifier

CDS feature
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http://www.ddbj.nig.ac.jp/sub/validator-j.html
http://www.ddbj.nig.ac.jp/sub/validator-j.html
http://www.ddbj.nig.ac.jp/sub/ref5-e.html
http://www.ddbj.nig.ac.jp/sub/ref6-e.html
http://www.ddbj.nig.ac.jp/sub/ref8-e.html
http://www.ddbj.nig.ac.jp/sub/cds-e.html

Direct links of the page that explains translation errors and warnings

Message

[WARNING] 'codon_start' qualifier should be selected. The value is automatically set 1.
[WARNING] 'transl_table' qualifier should be selected. The value is automatically set 1.
[WARNING] Amino acid of 'transl_except' qualifier [#Value] is not [Met].

[ERROR] Untranslatable codon [#Codon] is found in the sequence range.

[ERROR] First codon [#Codon] is not a start codon.

[ERROR] Final codon [#Codon] is not a stop codon.

[ERROR] Stop codon '*'is found in the range.

[ERROR] Description of Location [#location of CDS feature] is illegal.

[ERROR] 'codon_start' qualifier is duplicated. The value is automatically set 1.

[ERROR] 'codon_start' qualifier has invalid value [#Value].

[ERROR] 'transl_table' qualifier is duplicated. The value is automatically set 1.

[ERROR] 'transl_table' qualifier has invalid value [#Value].

[ERROR] Amino acid abbreviation [#abbreviation] in 'transl_except' qualifier is illegal.
[ERROR] 'transl_except' qualifier has invalid value [#Value].

[ERROR] Location of 'transl_except' qualifier [#Value] is overlapped.

[ERROR] Location of 'transl_except' qualifier [#Value] is invalid.

[ERROR] Base range of 'transl_except' qualifier [#Value] is mismatched in reading frame.

[ERROR] Amino acid of 'transl_except' qualifier [#Value] is not changed from conceptual translation.

[ERROR] Amino acid of 'transl_except' qualifier [#Value] is not [TERM].

[ERROR] Stop codon is specified by 'transl_except' qualifier [#Value] in mid of CDS location.
[ERROR] Entry [#Entry name] is NOT found in sequence entries.

[FATAL] Proper 'Codon Table' is not found in 'src' folder.

[FATAL] Proper 'Amino Table' is not found in 'src' folder.

[FATAL] Unable to execute Translation.

Link
http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC22

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC23

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC24

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC18

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC19

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC20

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC21

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC04

http://www.ddbj.nig.ac.jp/sub/validator-j.htm|#TC05

http://www.ddbj.nig.ac.jp/sub/validator-j.htm|#TC06

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC07

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC08

http://www.ddbj.nig.ac.jp/sub/validator-j.htm|#TC09

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC10

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC11

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC12

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC13

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC14

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC15

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC16

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#TC17

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#T01

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#T02

http://www.ddbj.nig.ac.jp/sub/validator-j.htmI#T03
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Confirm => no errors

DDBJ Nucleotide Sequence Submission
1. Contact person » 2. Hold date » 3. Submitter » 4. Reference =» 5. 5equence » 6. Template » 7. Annotation » 8. Finish [HELP]

Edit Annotation is Confirmed. You can go to the Next step It means that you can C“Ck
Submission ID: 5052eaeb55d6981a1500155b Entry counts: 10 " "
Next" button.

el %
source 0 | hl.lﬂ d
- Other

Jorganism 0 /maol_type 0 Jstrain 0 Location /product 0 information

length(bp) _[Edit Column] ~  [Edit Column] , [Edit Column]  _, [Edit Column]  _ [Edit Column]

ENTO1 Eait 1472 Bacillus sp. HM 1 genomic DNA HM1 <1.=1472 165 ribosomal RNA

ENTO2 eait 1313 Bacillus sp. HM2 genomic DNA HM2 =1.=1313 168 ribosomal RNA

ENTO3 Eqit 585 Bacillus sp. HM3 genomic DNA HM3 <1.>~585 165 ribosomal RNA

ENT04 Eait 585 Bacillus sp. HM4 genomic DNA HM4 <1.=585 165 ribosomal RNA

ENTOS Eqit 1466 Bacillus sp. HM 3 genomic DNA HM3 <1.=1466 165 ribosomal RNA

ENT06 Eait 1477 Bacillus sp. HM6 genomic DNA HM6 =1.=1477 165 ribosomal RNA

ENTO7 Eait 585 Bacillus sp. HM7 genomic DNA HM7 <1.=585 168 ribosomal RNA
Annotatlon flle (DDBJ Bacillus sp. HME genomic DNA HME =1.=1483 165 ribosomal RNA

Bacillus sp. HM9 genomic DNA HM9 <1.=585 168 ribosomal RNA

acceptable format) appears at
the bottom of the page. Bacillus sp. HMI0 | genomic DNA mio- | "Next" button is changed to be
clickable and you can move to

the next process.

1: COMMONSUBMITTER contact Takehide Kosuge
2: ab_name Kosuge,T.
3: ab_name Aosuge,T.

Link:

Annotation check starts when you click "Confirm"

Clicking "Confirm" on annotation screen (when "other" is selected at "Template")
final confirmation screen




Error/warning messages are displayed beneath input area

Click the icon to open a page that
contains detailed description.

Level

OMMONSUBMITTER contact Takehide Kosuge
ab name Kosuge,T.

Click the line number to jump to
the error-occurring line of the
annotation file.

nig.ac.jp
2-1234
8

nstitute of Genetics
8: department DDBJ center, DDBEJ
9: country Japan
10: state Shizuoka
11: city Mishima
12: street 1111 Yata
13: zip 305-0856
14: REFEREMNCE title Mew submission tool
15: ab_name Kosuge,T.
16: ab_name Mishima, L.
17: status Unpublished
18: year 2012
19: DATE hold_date 20130314
20: ENTO1 source  1..1472 organism Bacillus sp. HM1
21: mol_type genomic DNA
22: strain HM1
23: country Japan: Shizucka
24 lat_lon  35.13 N 138.91 R
25: rRNA <1..>1472 product 165 ribosomal RNA

26: ENT0O2 source  1..1313 organism Bacillus sp. HM2
27: mol_type genomic DNA

28: strain HM2

29: country Japan-Shizuoka

Message

Line: 24 error Invalid value [35.13 N 138.91 R] for [lat_lon] qualifier, it must be modified following [d[d.dddd] N|S d[dd.dddd] W]|E]. (7]
Line; 29 error Invalid value [Japan-Shizuoka] for [country] qualifier, it must be modified following [http://www.ddbj.nig.ac.jp/sub/refé-e.htmi#country . @

Error/Warning message

Annotation file (DDBJ acceptable format) is
appeared at the bottom of the page.
Error lines are displayed in red.

In order to correct error, please scroll-up the
screen, and edit entry at which error occurred on
annotation input field.

Please click "Confirm" after you correct the errors.

Link:
Annotation check starts when you click "Confirm"

Clicking "Confirm" on annotation screen (when "other" is selected at "Template")
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Confirm => You can proceed to the next step even though there are some warnings

length(bp)
ENTO1 gast 1472
ENTO02 gait 1313
ENTO3 £ait 585
ENTO04 gait 585
ENTOS Eait 1466
ENT06 Eait 1477
ENTOT gait 585

1. Contact person » 2. Hold date

In the case, there is a warning
regarding the name of
submitter.

3. Submitter = 4. Reference =» 5. Sequence » 6. Template =» 7. Annotation =» 8. Finish [HELP]
It means that you can click
e @ (2 "Next" button.
Other
/organism @) /mol_type @) Istrain @) Location /product @) information
- |[Edit Column] _~ |Edit Column] 2 |[Edit Column] - |[Edit Column] _~ |[Edit Column]
Bacillus sp. HM 1 genomic DNA HM1 <1.>1472 168 ribosomal RNA
Bacillus sp. HM2 genomic DNA HM2 <1.>1313 168 ribosomal RNA
Bacillus sp. HM3 genomic DNA HM3 =].=585 168 ribosomal RNA
Bacillus sp. HM4 genomic DNA HM4 <l1.>585 168 nbosomal RNA
Bacillus sp. HM3 genomic DNA HM5 <=l.~1466 165 ribosomal RNA
Bacillus sp. HM6 genomic DNA HM6 =1.=1477 168 ribosomal RNA
Bacillus sp. HM7 genomic DNA HMT <l1.>585 168 ribosomal RNA
Bacillus sp. HMB genomic DNA HME <1.~1483 168 ribosomal RNA
Bacillus sp. HM9 genomic DNA HM9 <=].=585 168 ribosomal RNA
Bacillus sp. HM10 genomic DNA HM10 <l1.>585 168 nbosomal RNA

Level

Message

DDBJ Nucleotide Sequence Submission

Edit Annotation is Confirmed. You can go to the Next ste
Submission ID: 5052eaeb55d6981a1500155b  Entry counts: 10

Line: 3 warning The value format of [ ab_name ] [Kosugi, T.T.T.] is possibly wrong. @

1: COMMONSUBMITTER contact Takehide Kosuge
2: ab_name Kosuge,T.
3: ab_name Kosugi, T.T.T.

Link:

Annotation check starts when you click "Confirm"

In some cases, "Next" button changes
to be clickable, even though there are
some warnings.

You can click "Next" if you believe that
there is no problem in the input data.

Clicking "Confirm" on annotation screen (when "other" is

selected at "Template")
final confirmation screen
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Confirm => There are any errors

DDBJ Nuclectide Sequence Submission
1. Contact person » 2. Hold date » 3. Submitter » 4. Reference » 5. Sequence =» 6. Template » 7. Annotation » 8. Finish [HELP]

Submission ID: 5052eaeb55d6981a1500155b  Entry counts: 10

source ) s'l.ld ] rRNA @ .'nlold' )
- - Other
lengthibp) forg fmism e fmnl._type e J’st:'nin e N H‘l-_hll'l e LI-)!.‘HﬁIHl fpﬂ.uiu:‘l e information
_ [Edit Column] _ |[Edit Column] . |[Edit Column] _ |[Edit Column] _» |[Edit Column] 2 |[Edit Column]

ENTO1 Eait 1472 Bacillus sp. HM 1 genomic DNA HM1 513N 13B9IR <1.=1472 168 ribosomal RNA

ENTO2 Eait 1313 Bacillus sp. HM2 genomic DNA HM2 353N 13891 E <1.>1313 168 ribosomal RNA

ENTO3 Eait 385 Bacillus sp. HM3 genomic DNA HM3 J503N 13891 E <1.>585 168 ribosomal RNA

ENTO04 Eait 585 Bacillus sp. HM4 genomic DNA HM4 353N 13891 E <1..>585 168 ribosomal RNA

ENTOS Edit 1466 Bacillus sp. HM3 genomic DNA HM3 35.13N 13891 E <1.=1466 168 ribosomal RNA

ENT06 Eait 1477 Bacillus sp. HM6 genomic DNA HM6 35.13N 13891 E <1.>1477 168 ribosomal RNA

ENTOT Eait 585 Bacillus sp. HM7 genomic DNA HM7 353N 13891 E <1..>~585 168 ribosomal RNA

ENTOS Eqit 1483 Bacillus sp. HME genomic DNA HME 35.13N 13891 E <1.=1483 168 ribosomal RNA

ENTO09 £ait . ic DNA HM9 35.13 N 138 "N t" b tt ” t b

ENT10 Eqit Error messages are mic DNA HM10 513N 138 - S -

shown here. clickable, if there are some errors.

Level Message
Line: 23 error Invalid value [35.13 N 138,91 R] for [lat_lon] gualifier, it must be modified following [d[d.dddd] N|S d[dd.dddd] W|E]. @
1: COMMONSUBMITTER contact Takehide Kosuge

Link: Annotation check starts when you click "Confirm"
Errors/Warnings occurred in entry Clicking "Confirm" on annotation screen (when "other" is
Errors/Warnings occurred in Submitter selected at "Template")

Errors/Warnings occurred in Reference

67




Errors/Warnings occurred in entry

Level

1: COMMONSUBMITTER

14: REFERENCE

24 lat_lon

28: strain

15: ab_name Kosuge,T.

16: ab_name Mishima,l.

17: status Unpublished

18: year 2012

19: DATE hold_date 20130314

20: ENTO1 source 1..1472 organism Bacillus sp.
21: maol_type genomic DNA

22: strain HM1

23: country Japan: Shizuoka

contact Takehide Kosuge

Message

Line: 24 error Invalid value [35.13 N 138.91 R] for [lat_lon] qualifier, it must be modified following [d[d.dddd] N|S d[dd.dddd] W|E].

title New submission tool

35,13 N 13891 R

25: RMNA <1..>1472 product 165 ribosomal RNA
26: ENT02 source 1..1313 organism Bacillus sp. HM2
27: maol_type genomic DNA

HM2

2: ab_name Kosuge,T.

3 ab_name Kosugi, T.

4 email tkosuge@nig.ac.jp

5: phone  81-555-112-1234

6: fax 81-55-981-6838

7 institute  Mational Institute of Genetics

8 department  DDBJ center, DDB) In this example, a value of lat_long at
9: country Japan .

10: state  Shizuoka ENTO1 is corrected.
11: city Mishima

12: street 1111 Yata

13: zip 305-0856

e

Line: 29 error Invalid value [Japan-Shizuoka] for [country] qualifier, it must be modified following [http://www.ddbj.nig.ac.jp/sub/refe-e.htmi#country . @

Link:

Annotation check starts when you click "Confirm"

Clicking "Confirm" on annotation screen (when "other" is

selected at "Template")

Confirm => There are any errors
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Submission ID

1. Contact person  »

: 5052eaeb55d6981a1500155b  Entry counts: 10

length(bp)
ENTO1 Eait 1472
ENTO2 Eait 1313
ENTO3 Eqit 585
ENTO04 Eait 383
ENTOS Eqit 1466
ENTO6 Eait 1477
ENTOT7 Eait 385
ENTOS Eqit 1483
ENTO0Y Eait 383
ENT10 Eqit 585
Level

[organism o

_ [Edit Column]
Bacillus sp.
Bacillus sp.
Bacillus sp.
Bacillus sp.
Bacillus sp.
Bacillus sp.
Bacillus sp.
Bacillus sp.
Bacillus sp.

Bacillus sp.

HM 1

HM2

HM3

HM4

HM 3

HM6

HMT

HME&

HM9

HM 10

source @) hloln

/mol_type 0 /strain 0

r

_» |[Edit Column] _» |[Edit Column]

genomic DNA
genomic DNA
genomic DNA
genomic DNA
genomic DNA
genomic DNA
genomic DNA
genomic DNA
genomic DNA

genomic DNA

HM1

HM2

HM3

HM4

HM3

HM6

HM7

HME&

HM9

HM10

Message

Scroll up the page and double click the cell
of lat_lon at ENTO1 and edit the value.

3513N 13891 R

3513N 13891 E

3513N 13891 E

3513N 13891 E

3513N 13891 E

3513N 13891 E

3513N 13891 E

3513N 13891 E

3513N 13891 E

3513N 13891 E

mplate =

7. Annotation » 8. Finish

rRNA @ hlolrr ]

Location fprmiu:to

<1.=1472

<1.>585

<1.>585

<1.=1466

<1.=1477

<1.=585

<l.=1483

<1.>585

<1.>585

_» |[Edit Column]

165 ribosomal RNA

165 nbosomal RNA

165 ribosomal RNA

165 ribosomal RNA

165 ribosomal RNA

165 ribosomal RNA

165 nbosomal RNA

165 ribosomal RNA

165 ribosomal RNA

165 ribosomal RNA

Line: 23 error Invalid value [35.13 N 138,91 R] for [lat_lon] gualifier, it must be modified following [d[d.dddd] N|S d[dd.dddd] W|E]. @
1: COMMONSUBMITTER

contact Takehide Kosuge

_ |[Edit Column]

[HELP]

Other
information
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Errors/Warnings occurred in Submitter

DDEJ Nucleotide Sequence Submission

1. Contact person 2. Hold date 3. Submitter 4. Reference 5. Sequence 6. Template 7. Annotation 8. Finish [HELP]

_—7

/
Click "3.Submitter" at progress bar. / \

Please correct submitter at

"3.Reference page" and click "Next". You can return by clicking

"7.Annotation".

Click "3.Submitter" at progress bar.

You can move to "3.Submitter" page. Please correct submitter and click
"Next" at the bottom of the page.

Please click "7.Annotation" at progress bar to return to annotation screen.

Link:

Progress bar

Annotation check starts when you click "Confirm"
Clicking "Confirm" on annotation screen (when "other" is
selected at "Template")

"Upload & Confirm" => Error/Warning occurred
Confirm => There are any errors
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Errors/Warnings occurred in Reference

DDEJ Nucleotide Sequence Submission

1. Contact person 2. Hold date 3. Submitter Ne 5. Sequence 6. Template 7. Annotation 8. Finish [HELP]

Click "4.Reference" at progress bar. / \

Please correct reference at

"4.Reference page" and click "Next". You can return by clicking
"7.Annotation".

Click "4.Reference" at progress bar.

You can move to "4.Reference" page. Please correct reference and click
"Next" at the bottom of the page.

Please click "7.Annotation" at progress bar to return to annotation screen.

Link:

Progress bar

Annotation check starts when you click "Confirm"
Clicking "Confirm" on annotation screen (when "other" is
selected at "Template")

"Upload & Confirm" => Error/Warning occurred
Confirm => There are any errors




Progress bar

DDBJ Nucleotide Sequence Submission

1. Contact person » 2. Hold date » 3. Submitter =» 4. Reference » 5. Sequence =» 6. Template » 7. Annotation » 8. Finish

[HELP]

v" You can go back to previous page by clicking each page name. Please
click "Next" at the bottom of each page if you correct the value at the
previous page.

v' The annotation is disappeared if you change nucleotide sequence at
"5.Sequence" page.

v" The annotation is also disappeared if you change kind of template at
"6.Template" page.

Link:

2.Hold date

Errors/Warnings occurred in Submitter
Errors/Warnings occurred in Reference

Annotation check starts when you click "Confirm"
Clicking "Confirm" on annotation screen (when "other" is
selected at "Template")

"Upload & Confirm" => Error/Warning occurred
Confirm => There are any errors
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